
logo MMGSLVAKVFI LTVIRHKYGTSSRSAI
L
T
S
A
H
M
V
IGMIVERSVQAQPSTLP I

VSTI
VEVNHVILADSGQNGKSVMLPSGLYFHTI

M
LVGLAPDEANKTESATI

VKEASRSQKHDRI
V
S
RASAI

L
K
Q
V
M
INVASGNRQYFDQKELYFPGSCAKRKR ITI

VNMLGAPANDLRPKTESGSGAGR
NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLRKEGSA 78
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 210962 BUQ72 RS15310 WP 079217304.1 MSLAVLRSRALAGMRAPPVTVEVHLANGLPSFTIVGLPEAEVKEAKDRVRAALQNARFEFPSRRITVNLAPADLPKESGR 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGGR 80
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGGR 80
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGGR 80
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGGR 80
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NTDB id 1323 RA0C RS07335 WP 004916218.1 YDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAR.....EEGFKGIILPKQNTREAAIVNDLEV 153
NTDB id 1271 LPP RS03220 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAA......HKDNQHLIIANANAAEASLTGHQKV 154
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAA......HKDNQHLIIANANAAEASLTGHQKV 154
NTDB id 210962 BUQ72 RS15310 WP 079217304.1 FDLPIALGILAASDQIPGDSFDQYEFAGELSLSGELRPIRGALAMTYAMYRGGDDAQTRRGFILPAANADEAALVTNASV 160
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAA......NKKQRHLVVPHANGDQAALVGKEQH 154
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAA......NQVERCLVVPHSNGDQAALVGVERH 154
NTDB id 1349 HI 1117 AAC22771.1 FDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAA......QKSKRELIIAKQNANEASLVSDQNT 154
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAA......SKAKREIIVPQQNANEVSLVSNTQT 154
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NTDB id 1323 RA0C RS07335 WP 004916218.1 YGVENIKEVIDFFNENCPLEPTKVNTREEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGKTMLAKR 233
NTDB id 1271 LPP RS03220 WP 011213198.1 FTANNLREVCDYLCQGTSLQSLPPKPDLL....LNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAKR 230
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FTANNLREVCDYLCQGTSLQSLPPKPDLL....LNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAKR 230
NTDB id 210962 BUQ72 RS15310 WP 079217304.1 LPARSLLDVCTHFATRDPQGKLARH..CAKRGDSPLAWPDLSDVKGQLQAKRALEIAAAGGHSALLMGPPGTGKSMLASR 238
NTDB id 1397 DSB67 RS15690 WP 005535577.1 KSAQSLLEVCAELCGQHQLNLYQTPKKK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLASR 230
NTDB id 1153 A1552VC RS00115 WP 000521788.1 KSAQSLLEVCADLCGQQTLSLFQSSPSV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLASR 230
NTDB id 1349 HI 1117 AAC22771.1 YFAQTLLDVVQFLNGQEKLPLATEIVKESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTGKTMLASR 234
NTDB id 1387 A4U84 RS06900 WP 020457569.1 YCASTLLQVVNFLNNRDQLPIAQQLSQNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTGKTMLASR 233
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NTDB id 1323 RA0C RS07335 WP 004916218.1 IPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLFLDEMPEFKR 313
NTDB id 1271 LPP RS03220 WP 011213198.1 FSTLLPELSETQALECAAINSIRGKL.PDFREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFNR 309
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FSTLLPELSETQALECAAINSIRGKL.PDFREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFNR 309
NTDB id 210962 BUQ72 RS15310 WP 079217304.1 LPGILPPMSDEQALEAAAVQSLG.AG.FDAARWKQRPYRAPHHTASAVALVGGGSTPRPGEVSLAHHGILFLDELPEYSR 316
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LCDLLPEMSDEEAMETASVASLTQSE.INEHNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFLDEMPEFDR 309
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LCDLLPEMSDEEAMETASIASLTQQE.INQHNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFLDEMPEFER 309
NTDB id 1349 HI 1117 AAC22771.1 LTGLLPEMTDLEAIETASVTSLVQNE.LNFHNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFLDELPEFER 313
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LADLLPEMEDDEAIETASVTSLVQNE.LNFQNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFLDELPEFER 312
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NTDB id 1323 RA0C RS07335 WP 004916218.1 TVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPN.NTSSSFEMQRYLNKLSGPLLDRIDIHIEVQ 392
NTDB id 1271 LPP RS03220 WP 011213198.1 QVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTIH 389
NTDB id 1248 GCO85 RS03150 WP 011213198.1 QVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTIH 389
NTDB id 210962 BUQ72 RS15310 WP 079217304.1 HVLEVLREPLESGCITISRAARQAEFPARFQLIAAMNPCPCGYYGDDSGRCRCSPDIIARYQGRISGPLLDRIDLQVMVG 396
NTDB id 1397 DSB67 RS15690 WP 005535577.1 KVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQ..ARTNPQAILRYLGRLSGPLLDRFDMSLEIP 387
NTDB id 1153 A1552VC RS00115 WP 000521788.1 KVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQ..ARANPQSILRYLSRLSGPLLDRFDMSIEIP 387
NTDB id 1349 HI 1117 AAC22771.1 KVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTH..NRTSPQQIMRYLNRLSGPFLDRFDLSIEVP 391
NTDB id 1387 A4U84 RS06900 WP 020457569.1 KVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTH..NRTSPQQLMRYLNRLSGPFLDRFDLSIEVP 390
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LS IVARGAY
NTDB id 1323 RA0C RS07335 WP 004916218.1 KVEFDQLSDK..RKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAMEKLNLSARAY 470
NTDB id 1271 LPP RS03220 WP 011213198.1 ALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARGY 465
NTDB id 1248 GCO85 RS03150 WP 011213198.1 ALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARGY 465
NTDB id 210962 BUQ72 RS15310 WP 079217304.1 ALPASELADA..APGEASAAVALRAAQAHERQQQRQG....KSNSRLGPQEIDLHCRPEKAGEDLLRAAMARLNWSARAY 470
NTDB id 1397 DSB67 RS15690 WP 005535577.1 ALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSG....KVNALLGSREIEAFCPLQKSDAEFLENALHRLGLSIRAY 462
NTDB id 1153 A1552VC RS00115 WP 000521788.1 ALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSG....KVNALLQSREIEQYCPLLKADAEFLESALHRLGLSIRAY 462
NTDB id 1349 HI 1117 AAC22771.1 LLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAG....KINAYLNSKEIERDCKLNDKDAFFLEKALNKLGLSVRAY 466
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRG....KINAQLTTKEIEQDCKLTDRDALFLENALTKLGLSVRAY 466
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NTDB id 1323 RA0C RS07335 WP 004916218.1 DRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 1271 LPP RS03220 WP 011213198.1 HRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 HRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 210962 BUQ72 RS15310 WP 079217304.1 HRVLKVARTIADLGGSASVQQAHIAEAIQYRRALRQS........ 507
NTDB id 1397 DSB67 RS15690 WP 005535577.1 HRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1153 A1552VC RS00115 WP 000521788.1 HRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1349 HI 1117 AAC22771.1 HRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 HRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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