logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

210843 BUM80 RSO07710 WP 001809944 .1

276
235
201
166
506
534

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

KZH43 RS09235 WP 000265622.1

SPD RS09865 WP 000265622.1

SPR RS09400 WP 000265622.1

SP RS10350 WP 000265622.1
SM12261 RS00975 WP 000265657.1
SMSK321 RS0102610 WP 000265640.1

210843 BUM80 RSO07710 WP 001809944.1

276
235
201
166
506
534

consensus

KZH43 RS09235 WP 000265622.1

SPD RS09865 WP 000265622.1

SPR RS09400 WP 000265622.1

SP RS10350 WP 000265622.1
SM12261 RS00975 WP 000265657.1
SMSK321 RS0102610 WP 000265640.1

IR LT R L CHYR LRGN A AR el YO

MWKKKKVKAGVLLYAVT AAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQEFNLGQVSYQNKK
MWKKKKVKAGVLLYAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQFFNLGQVSYQNKK
MWKKKKVKAGVLLYAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQFFNLGQVSYQNKK
MWKKKKVKAGVLLYAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQFFNLGQVSYQNKK

MWKKKKVKAGVLLYAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQFFNLGQVSYQNKK
MWKKEKVKAGVLLYAVT AAIFSLLLQFYLNRQVAHYQDYHLNKEKLVAFAMAKRTKDKVEQESGEQRFNLGQVSYQNKK

MWKK[NKVKAGVL YAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKL AFAMAKRTKEKVEQESGEQEFNLGQVSYQNKK
I T

L LVEURRSOEE - VHEEAROARER SSEORCERRNE ...,

TGLVTRVRTDKSQYEFLFESVKIKEEKl{DKKEEV|YTDS SEKEEKKINIMGEINY KIER: I BIA aIF N N9 148
TGLVTRVRTDKSQYEFLFPSVKIKEEKRDKKEEVATDSSEKVEKKKSEEKPEKKEN S [ 137

TGLVTRVRTDKSQYEFLFPSVKIKEEKRDKKEEVATDSSEKVEKKKSEEKPEKKEN S [ 137
TGLVTRVRTDKSQYEFLFPSVKIKEEKRDKKEEVATDSSEKVEKKKSEEKPEKKEN S| 137
TGLVTRVRTDKSQYEFLFPSVKIKEEKRDKKEEVATDSSEKVEKKKSEEKPEKKEN S | 137
........... 137
........... 137

N N NN N NN N R e e
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B similar
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