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NTDB id 210795 BSQ33 RS16755 WP 021018705.1 QAPSDQLFEQSPHVLLVEDNKTNAYIAKAFCDRFGLRVTWVEDGTAAVETIKKMGFDLILMDNQLPGMDGVEVTDFVKHQ 797
NTDB id 1164 A1552VC RS18025 WP 001026306.1 APDPQPLFDKTLRVLLVEDNHTNAFIAQAFCRKYGLDVSWVTDGLQAIEELKIHDYDLVLMDNQLPYLDGVETTRTIKKV 798
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