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NTDB id 1094 KZH42 RS01320 WP 002224767.1 ALEWEMR.DGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVV 151
NTDB id 1089 NMB RS00600 WP 002224767.1 ALEWEMR.DGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVV 151
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ALQWAEQ.DQQQILTLFDEDYPFLLKQISTAPPVLFVRGNVESLSLPQIAIVGSRDYSHYGEHWAGHFSAELVKHQLAVT 143
NTDB id 1361 HI 0985 AAC22646.1 ALVWSQK.EGNHLVNYFSPFYPFLLKQTASFPPLLFVKGNLTALSQRQMAMVGSRYCTTYGEYWAKHFATELSLAGFTIT 144
NTDB id 1250 GCO85 RS13065 WP 027219989.1 DLNWLSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSREISRHGVSIV 145
NTDB id 210780 BSQ33 RS09095 WP 420070609.1 CLEWQMRGNHRHIVTYFSPEYPALLKEIPSPPPLLFVQGDITLLSVPQIAIVGSRHASMQGLQDAWHFASGLAQHQVAVT 155
NTDB id 1152 A1552VC RS00200 WP 000654772.1 CLQWRSAANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAVHDPAVAIVGSRNASVDGRQIARQFATELAQSGLVVT 146
NTDB id 1399 DSB67 RS15600 WP 010645755.1 CLTWVAASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQHDLIVT 148
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 SGMASGIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAE..KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQ 229
NTDB id 1089 NMB RS00600 WP 002224767.1 SGMASGIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAE..KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQ 229
NTDB id 1388 A4U84 RS04945 WP 062924099.1 SGLAIGIDGFCHQRAANENGITIAVLGSGLDQVYPARHKKLAEQIVE.TSGALVSEFFPSQPPIAENFPRRNRIISGLSL 222
NTDB id 1361 HI 0985 AAC22646.1 SGLALGIDGHCHQAVVNIQGQTIAVLGSGLEQIYPSKHQRLSAQIIE.NNGALVSEFLPNQAPIAANFPRRNRIISGLSV 223
NTDB id 1250 GCO85 RS13065 WP 027219989.1 SGLALGIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITE..NGLLLSEFPLKSPPIAGHFPLRNRIISGLSL 223
NTDB id 210780 BSQ33 RS09095 WP 420070609.1 SGLALGIDGQAHLGAIEGGGKTIAVLGAGLERIYPARHRGLAERMLEQQSGVLVSEFCPSTPPKSMNFPRRNRIISGLSL 235
NTDB id 1152 A1552VC RS00200 WP 000654772.1 SGLALGIDGYAHDGALQAQGQTVAVLGSGLAQVYPKQHQGLAERIIA..QGALVSEFAPHTPPKADHFPRRNRIISGLSL 224
NTDB id 1399 DSB67 RS15600 WP 010645755.1 SGLALGIDGHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVAE..NGALVSEFRPDAKPRAENFPRRNRIISGLSL 226
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 VTLVVEAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASSYSINKG 309
NTDB id 1089 NMB RS00600 WP 002224767.1 VTLVVEAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASSYSINKG 309
NTDB id 1388 A4U84 RS04945 WP 062924099.1 GTLVIEATVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAIAWQRQSVHIQPSL.FDT 301
NTDB id 1361 HI 0985 AAC22646.1 GTLVVEATEKSGSLITARYALEQNREVFAVPGNIQNKSSQGCHRLIKQGAMLVENAKDILETLYQHS..IHSQTEIDFDQ 301
NTDB id 1250 GCO85 RS13065 WP 027219989.1 CILVIEAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQFTS........ 295
NTDB id 210780 BSQ33 RS09095 WP 420070609.1 GVLVIEAAEKSGSLITARYAAEQNRDVFVIPGAIHQHGYRGSNALIRDGACLVQNIEQILSEVGTLSAWVKKEEK..... 310
NTDB id 1152 A1552VC RS00200 WP 000654772.1 GVVVVEAAEKSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELKNALTWSLSEQV..... 299
NTDB id 1399 DSB67 RS15600 WP 010645755.1 GVLVVEAAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLDWSINQSL..... 301
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 IPEKRITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPG 389
NTDB id 1089 NMB RS00600 WP 002224767.1 IPEKRITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPG 389
NTDB id 1388 A4U84 RS04945 WP 062924099.1 KP...........KQAVKSEPKFAKNLPELTACQQQLFEQISLEPISVDDLAKATDMAVETALIELLNLELLGVVKQVRG 370
NTDB id 1361 HI 0985 AAC22646.1 IAV.........PNYTPPPDPR...RL.VEAPSHPKLYSRIGYTPVSIDDLAEEFNLSVDVLLVQLLDLELQDLIISENG 368
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ..................NKPIFSLASGK.....ENLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPG 352
NTDB id 210780 BSQ33 RS09095 WP 420070609.1 ............QEEKIQQNELFPPLIDDEELPFAEVLANVGVKATPVDILATRTHIPVHEVMRQLLELELSGHVIAVAG 378
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ................PYQATLFSAVQSDEELPFPELLANVGIEATPIDILASRTQIPVQDIMMQLLELELLGHVVAVPG 363
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ....................DLFSAPIDEEELPFPQLLANVGNEATPVDILASRTNIPVQEVMMQLLELELSGHVVAVSG 361
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 GRYQRIRT. 397
NTDB id 1089 NMB RS00600 WP 002224767.1 GRYQRIRT. 397
NTDB id 1388 A4U84 RS04945 WP 062924099.1 GYVIT.... 375
NTDB id 1361 HI 0985 AAC22646.1 LYKRV.... 373
NTDB id 1250 GCO85 RS13065 WP 027219989.1 GYIRCEYER 361
NTDB id 210780 BSQ33 RS09095 WP 420070609.1 GYIRKGRG. 386
NTDB id 1152 A1552VC RS00200 WP 000654772.1 GYIRKGRG. 371
NTDB id 1399 DSB67 RS15600 WP 010645755.1 GYIRKGRG. 369
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