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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 210774 BSQ33 RS06770 WP 088133705.1 MASRGVNKVILVGNLGSDPEVRYMPSGGAVANITIATSETWRDKTTGEQREKTEWHRVALFGKLAEVAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
consensus **!!!!**!*!! !!**!*!!*!*!!*****!!!!*!*!* *!***!*!!!!********!!*!!*!!*!!* !!*

logo EGKQRI
L
K
Q
S
TRKYWQGDKQNDSGI

Q
D
ERTYSATYTDEVIQVGAVQGFYNDGNI

E
V
L
MKQMLDGSGRAQSNGQSEGQSNSGDGFMQGGPAGQPASYDEQGPEGMYNQGAVQPQANQSQGNQGESSAGYWNGQRQAPPAQAQPQAQTSKNSRYQNPQGGYAPSDNAYPAQN

NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQ..SQEAYQRPAQQSRQP...ASDAP... 144
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQ..SQEAYQRPAQQSRQP...APDAP... 144
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGG........NQGSGWNQAPAQTNYNQGGYSDNYAQN 146
NTDB id 210774 BSQ33 RS06770 WP 088133705.1 EGQLQTRKWQDQSGQERYTTEVVVQGFNGVMQMLGGRQGSGGQAQSQPGMQAQQQNSGWGQPQQPQSQ............ 148
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMP.AQGGMNVPAQQGSWGQPQQPAKQ............ 147
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FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 ....SHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 ....SHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 210774 BSQ33 RS06770 WP 088133705.1 ....AAHQQ...QQSAPQPQYNEPPMDFDDDIPF 175
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ....HQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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