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NTDB id 210691 AL026 RS03245 WP 002290101.1 MDRKNVTPKMKKNKNN..SLWRKLGLGLVGGIVGGLLTAGIFYAAMGTGNNSSTATSGNQNSAGETVVENVKVNVDSDIT 78
NTDB id 381 SMU RS09890 WP 002262650.1 .........MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWI..TGNK.....SFSNNGK..TTVSNVIYDTKSNTT 62
NTDB id 425 SGO RS10525 WP 012131081.1 ..........MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYF..STPH.....SATNNNQKTATTVTTSYKNSNSTT 63
NTDB id 539 SM12261 RS09395 WP 000681587.1 ..........MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQL..TQKS.....TEST.SNNNSTITQTAYKNENSTT 62
NTDB id 256 KZH43 RS10270 WP 000681597.1 ..........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQL..TQKS.....SVNN.SNNNSTITQTAYKNENSTT 62
NTDB id 215 SPD RS10945 WP 000681597.1 ..........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQL..TQKS.....SVNN.SNNNSTITQTAYKNENSTT 62
NTDB id 181 SPR RS10425 WP 000681597.1 ..........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQL..TQKS.....SVNN.SNNNSTITQTAYKNENSTT 62
NTDB id 145 SP RS11450 WP 000681597.1 ..........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQL..TQKS.....SVNN.SNNNSTITQTAYKNENSTT 62
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NTDB id 210691 AL026 RS03245 WP 002290101.1 KAVDKVQDAVVSVINLQSQNQSSGFGGLFGQQEESSSSDDSNLEAYSEGSGVIYKKDGNTAYVVTNNHVVDGQQGLEVMM 158
NTDB id 381 SMU RS09890 WP 002262650.1 KAVKNVKNTVVSVINYQKTDNSYYNYDS...GSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMM 139
NTDB id 425 SGO RS10525 WP 012131081.1 EAVDKVKDAVVSVITYSESNSDAIF........DNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRL 135
NTDB id 539 SM12261 RS09395 WP 000681587.1 QAVNKVKDAVVSVITYSANRQNSVF........GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRL 134
NTDB id 256 KZH43 RS10270 WP 000681597.1 QAVNKVKDAVVSVITYSANRQNSVF........GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRL 134
NTDB id 215 SPD RS10945 WP 000681597.1 QAVNKVKDAVVSVITYSANRQNSVF........GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRL 134
NTDB id 181 SPR RS10425 WP 000681597.1 QAVNKVKDAVVSVITYSANRQNSVF........GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRL 134
NTDB id 145 SP RS11450 WP 000681597.1 QAVNKVKDAVVSVITYSANRQNSVF........GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRL 134
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LKTVGEPTAIA IGSPLGSDEYANSTVTESQGI IVSSLSNRQTNVTSSLQRTKNSENSD
NTDB id 210691 AL026 RS03245 WP 002290101.1 KDGTKVKAELVGTDAYSDLAVLKINSDKVETVASFGDSSALKVGEPAIAIGSPLGSEYANSVTSGIISSLNRQVTSTNES 238
NTDB id 381 SMU RS09890 WP 002262650.1 ANGKKVVGKLVGSDTYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNEN 219
NTDB id 425 SGO RS10525 WP 012131081.1 ADGNKVPGEIVGTDTYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSED 215
NTDB id 539 SM12261 RS09395 WP 000681587.1 SDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSED 214
NTDB id 256 KZH43 RS10270 WP 000681597.1 SDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSED 214
NTDB id 215 SPD RS10945 WP 000681597.1 SDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSED 214
NTDB id 181 SPR RS10425 WP 000681597.1 SDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSED 214
NTDB id 145 SP RS11450 WP 000681597.1 SDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSED 214
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NTDB id 210691 AL026 RS03245 WP 002290101.1 NETVNINAIQTDAAINPGNSGGPLVNIEGQVIGINSSKIASTSESTSNVSVEGMGFAIPSNDVVNIINQLEKDGKVTRPA 318
NTDB id 381 SMU RS09890 WP 002262650.1 GETISTNAIQTDAAINPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPA 299
NTDB id 425 SGO RS10525 WP 012131081.1 GQTIATQAIQTDAAINPGNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPA 293
NTDB id 539 SM12261 RS09395 WP 000681587.1 GQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPA 290
NTDB id 256 KZH43 RS10270 WP 000681597.1 GQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPA 290
NTDB id 215 SPD RS10945 WP 000681597.1 GQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPA 290
NTDB id 181 SPR RS10425 WP 000681597.1 GQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPA 290
NTDB id 145 SP RS11450 WP 000681597.1 GQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPA 290
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LQS IALYKNKHKSKVINGEDEKSTVIK
NTDB id 210691 AL026 RS03245 WP 002290101.1 LGITMVDLSAVSTQQQEQILKIPSSVTNGVIVTNVQTATPAEKAGLKQYDVITKIDDKEVSSGVELQSALYKKKVGDSVK 398
NTDB id 381 SMU RS09890 WP 002262650.1 LGISMANLSEASTSGR.DTLKIPSDVTSGIVVLSTQSGMPAD.GKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIK 377
NTDB id 425 SGO RS10525 WP 012131081.1 LGIQMVNLSSLSSSSS.DRLKLPDNVKNGVVVRSTQTGMPAD.GKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIK 371
NTDB id 539 SM12261 RS09395 WP 000681587.1 LGIQMVNLSNINTSDI.RRLNIPSNVTSGVVVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIK 368
NTDB id 256 KZH43 RS10270 WP 000681597.1 LGIQMVNLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIK 368
NTDB id 215 SPD RS10945 WP 000681597.1 LGIQMVNLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIK 368
NTDB id 181 SPR RS10425 WP 000681597.1 LGIQMVNLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIK 368
NTDB id 145 SP RS11450 WP 000681597.1 LGIQMVNLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIK 368
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NTDB id 210691 AL026 RS03245 WP 002290101.1 ITYYEGSKEKTTTVELTIDQSALKQNQNSEN 429
NTDB id 381 SMU RS09890 WP 002262650.1 LTFYREKDKQTVEIQLTKTSQDLNH...... 402
NTDB id 425 SGO RS10525 WP 012131081.1 VTYYRDGKEQTTTIKLTKSTDDLSSE..... 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 ITYYRNGKEETTSIKLDKSSGDLES...... 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 ITYYRNGKEETTSIKLNKSSGDLES...... 393
NTDB id 215 SPD RS10945 WP 000681597.1 ITYYRNGKEETTSIKLNKSSGDLES...... 393
NTDB id 181 SPR RS10425 WP 000681597.1 ITYYRNGKEETTSIKLNKSSGDLES...... 393
NTDB id 145 SP RS11450 WP 000681597.1 ITYYRNGKEETTSIKLNKSSGDLES...... 393
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