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LR TSR LSO LT TS AL

MNKWLKGEIVE GGFATIMTISL YHQKPKAPLNNQPSLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKALQEQLKA

MNKWLKGMIVF GGFATIWTISL YHQKPKAPLNNQPSLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKALQEQLKA

ARG IKEHG AT ORLRLLAR AR AREEL 0 D LD

ALKALNSKEMNYSKEETFKIWPPIDPNTTPPKKDFSLKQLDLLAARITPFKQSPKNYEENLIFP DNPRGIDGFTNLKEKD
ALKALNSKEMNYSKEETFKEPPIDPNTTPPKKDFSLKQLDLLAARITPFKQSPKNYEENLIFP DNPJMGIDGFTNLKEKD
PELLLL Lt C bk b bt

LD AL RN ROV

QSGMGINQVVNQILRDKSKIAPIVVIREGSRVFISPNTDIFFPIPRENEVIAEFLKE 376
QSGMGINQVVNQILRDKSKIAPIVVIREGSRVFISPNTDIFFPIPRENEVIAEFLKE 376

X non conserved
B similar
>50% conserved
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