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NTDB id 425 SGO RS10525 WP 012131081.1 .........MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNN.QKTATTVTTSYKNSNSTTEAVDKVK 70
NTDB id 256 KZH43 RS10270 WP 000681597.1 .........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.NS.NNNSTITQTAYKNENSTTQAVNKVK 69
NTDB id 215 SPD RS10945 WP 000681597.1 .........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.NS.NNNSTITQTAYKNENSTTQAVNKVK 69
NTDB id 181 SPR RS10425 WP 000681597.1 .........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.NS.NNNSTITQTAYKNENSTTQAVNKVK 69
NTDB id 145 SP RS11450 WP 000681597.1 .........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.NS.NNNSTITQTAYKNENSTTQAVNKVK 69
NTDB id 539 SM12261 RS09395 WP 000681587.1 .........MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTES.TS.NNNSTITQTAYKNENSTTQAVNKVK 69
NTDB id 210665 BTR42 RS12440 WP 077497985.1 MKKIKLPNLPKLPKFNYKNWLKPLGVILVGFIAGIAGTILVLNMAGISITNVSGSSTKTTTSSVSYSNSNDTTKAVEKVQ 80
NTDB id 381 SMU RS09890 WP 002262650.1 ........MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKS...FSNNGKTTVSNVIYDTKSNTTKAVKNVK 69
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NTDB id 425 SGO RS10525 WP 012131081.1 DAVVSVITYSESNSD.......AIFDNN......NSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLAD 137
NTDB id 256 KZH43 RS10270 WP 000681597.1 DAVVSVITYSANRQN.......SVFGND......DTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSD 136
NTDB id 215 SPD RS10945 WP 000681597.1 DAVVSVITYSANRQN.......SVFGND......DTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSD 136
NTDB id 181 SPR RS10425 WP 000681597.1 DAVVSVITYSANRQN.......SVFGND......DTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSD 136
NTDB id 145 SP RS11450 WP 000681597.1 DAVVSVITYSANRQN.......SVFGND......DTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSD 136
NTDB id 539 SM12261 RS09395 WP 000681587.1 DAVVSVITYSANRQN.......SVFGND......DTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSD 136
NTDB id 210665 BTR42 RS12440 WP 077497985.1 DAVVSVINYKSDSSSSTSDLYNQMFGNDSDSSSDSSSTDDLTVYSEGSGVIYKKDGDSAYVVTNNHVIDGAEQIEIMLAD 160
NTDB id 381 SMU RS09890 WP 002262650.1 NTVVSVINYQKTDN........SYYNYDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMAN 141
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NTDB id 425 SGO RS10525 WP 012131081.1 GNKVPGEIVGTDTYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQ 217
NTDB id 256 KZH43 RS10270 WP 000681597.1 GTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQ 216
NTDB id 215 SPD RS10945 WP 000681597.1 GTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQ 216
NTDB id 181 SPR RS10425 WP 000681597.1 GTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQ 216
NTDB id 145 SP RS11450 WP 000681597.1 GTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQ 216
NTDB id 539 SM12261 RS09395 WP 000681587.1 GTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQ 216
NTDB id 210665 BTR42 RS12440 WP 077497985.1 GTKVVGELVGADTYSDIAVVKISSDNVSTVAEFADSDKLTVGETAIAIGSPLGTEYANSVTQGIVSSLSRTVTMTNDDGE 240
NTDB id 381 SMU RS09890 WP 002262650.1 GKKVVGKLVGSDTYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGE 221
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NTDB id 425 SGO RS10525 WP 012131081.1 TIATQAIQTDAAINPGNSGGPLVNIQGQVIGITSSKIANTN..NGSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALG 295
NTDB id 256 KZH43 RS10270 WP 000681597.1 AISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALG 292
NTDB id 215 SPD RS10945 WP 000681597.1 AISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALG 292
NTDB id 181 SPR RS10425 WP 000681597.1 AISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALG 292
NTDB id 145 SP RS11450 WP 000681597.1 AISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALG 292
NTDB id 539 SM12261 RS09395 WP 000681587.1 AISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALG 292
NTDB id 210665 BTR42 RS12440 WP 077497985.1 TISTNAIQTDAAINPGNSGGALINIEGQVIGINSSKISST..SSSGESVEGMGFAIPSNDVVSIINQLEENGQVIRPALG 318
NTDB id 381 SMU RS09890 WP 002262650.1 TISTNAIQTDAAINPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALG 301
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NTDB id 425 SGO RS10525 WP 012131081.1 IQMVNLSSLSSSSSDRLKLPDNVKNGVVVRSTQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYY 375
NTDB id 256 KZH43 RS10270 WP 000681597.1 IQMVNLSNVSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYY 372
NTDB id 215 SPD RS10945 WP 000681597.1 IQMVNLSNVSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYY 372
NTDB id 181 SPR RS10425 WP 000681597.1 IQMVNLSNVSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYY 372
NTDB id 145 SP RS11450 WP 000681597.1 IQMVNLSNVSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYY 372
NTDB id 539 SM12261 RS09395 WP 000681587.1 IQMVNLSNINTSDIRRLNIPSNVTSGVVVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYY 372
NTDB id 210665 BTR42 RS12440 WP 077497985.1 ISMVNLSDLSTNAIAQLNIPTSVTSGVVVAAVQSGMPAEGNLEQYDVITAIDDQEVTSTSDLQSILYTHSVGDSVKVTFY 398
NTDB id 381 SMU RS09890 WP 002262650.1 ISMANLSEASTSGRDTLKIPSDVTSGIVVLSTQSGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFY 381
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logo RDEGNKTGDKKEKQETAVTETS I EQKLDTNKTSTSDQGDLNSEHSESN
NTDB id 425 SGO RS10525 WP 012131081.1 RDGKEQTTTIKLTKSTDDLSSE. 397
NTDB id 256 KZH43 RS10270 WP 000681597.1 RNGKEETTSIKLNKSSGDLES.. 393
NTDB id 215 SPD RS10945 WP 000681597.1 RNGKEETTSIKLNKSSGDLES.. 393
NTDB id 181 SPR RS10425 WP 000681597.1 RNGKEETTSIKLNKSSGDLES.. 393
NTDB id 145 SP RS11450 WP 000681597.1 RNGKEETTSIKLNKSSGDLES.. 393
NTDB id 539 SM12261 RS09395 WP 000681587.1 RNGKEETTSIKLDKSSGDLES.. 393
NTDB id 210665 BTR42 RS12440 WP 077497985.1 RGTDKKTATIELTKTTQDLSSSN 421
NTDB id 381 SMU RS09890 WP 002262650.1 REKDKQTVEIQLTKTSQDLNH.. 402
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