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YLKRDNPQDGKE I FY IKDI EKRLDR I SKSVTSNL IKRMEKNGF
NTDB id 210639 BTR42 RS07055 WP 012962070.1 MHKKDPFSQFRDFINLMENRVHALAESHGVENLAGPQGFAVMYLRDNPDKEIYIKDIEKRLRISKSVTSNLIKRMEKNGF 80
NTDB id 368 SMU RS04250 WP 002263292.1 ..MKEPFSEFKNLITATERYIQELSKSHGVEHLSGPQGWTVMFLKDNQGKEIFIKDIEKRLDISKSVTSNLIKRMEKNGF 78
consensus ** !*!!! !* ! ! ** ! !!!!!*! !!!!* !!*!*!!* !!!*!!!!!!!! !!!!!!!!!!!!!!!!!!
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NTDB id 210639 BTR42 RS07055 WP 012962070.1 IQVVSSKEDKRYKQVVLTELGKSKAQDIQDFHDEMHRQILAGVDHEDLKISFRVFDRILKNLENKE 146
NTDB id 368 SMU RS04250 WP 002263292.1 ISVIPSRKDRRYKQIVLTPLGQEKAGKITVFLTDLKKLLLKDISQEDLSVARKVFKQIKQNLEKKE 144
consensus ! !**!* !*!!!!*!!!*!! !! ! !* **** *! * *!!! * *!! ! !!! !!
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