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i O A R AL

M FEKIENAYJSL L NpsQ® ENj L TH YDALIEQN |JYLGAEGAH ¥ EWANNIBKLRQLEL KEEWRR FQFIFIKA[€Q
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS

A T L

I FDLLDLSAS A

QLQ NHQFTPD IGFI L L ENLT B4 D EIGSGTGNLA T NNSSK@ Y GIEVDDLLIDLSASIA V DS|y
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSS
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASTIADVLDSS

ARG S e L S AT

JYNF QEDAVRPQILKESDVIISDLPVGFYPNDINTAISRYISVA BINSHTYAHHLLMEQSLKYLKK G A FLAPVBRLLTSIMQ
VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ
VHFVQEDAVRPQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ

B8 L

SILLKNWLIY pg8yI AVI LPE IF|§ B NERKSIFVLKKQ 5%l IJE FVYPL DLQEBIEMLEEEFN IWFENKWKYDN N3
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVFR@
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF

X non conserved
B similar
>50% conserved

160
160
160

240
240
240

318
317
317



