
logo MNDFEKI ETAAYENL ILLEDNI
CQLR I

LENTEQLKHTHI
LYDAL I EQNSAFCYLGAEGASDEDEFVIAKAENNEKKLRQLANLTSKEEWRRASFQF I F IKAGTQTS

NTDB id 210608 BTR42 RS00670 WP 009853236.1 MNFEKIETAYELILENIQLIENELKTHIYDALIEQNSFYLGAEGASEEVAANNEKLRQLALTKEEWRRAFQFIFIKAGQT 80
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
consensus !*!!!!!*!!*!*!*!*!**!**!*!!*!!!!!!!!**!!!!!!!******!!*!!!!!*!*!!!!!!*!!!!!!!!*!*
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NTDB id 210608 BTR42 RS00670 WP 009853236.1 EQLQANHQFTPDAIGFILLFLIENLTDSDKIDLLEIGSGTGNLAQTLLNNSSKELNYLGIEVDDLLIDLSASIAEVMDSD 160
NTDB id 401 FSA28 RS09370 WP 002291646.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSS 160
NTDB id 392 SMU RS09000 WP 002263442.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSS 160
consensus *!!!*!!!!!!!*!!!!*!*!*!*!!*****!**!!!!!!!!!!*!**!!!!!***!*!!!!!!!!!!!!!!!!*!*!!*
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NTDB id 210608 BTR42 RS00670 WP 009853236.1 AQFIQEDAVRPQILKESDVIISDLPVGFYPNDDIAKRYKVASSDEHTYAHHLLMEQSLKYLKKDGIAVFLAPVSLLTSKQ 240
NTDB id 401 FSA28 RS09370 WP 002291646.1 VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
NTDB id 392 SMU RS09000 WP 002263442.1 VHFVQEDAVRPQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
consensus **!*!!!!!!!!!!!!!!*!!!!!!!!!!!!!*!!*!!*!!****!!!!!!!!!!!!!!!!!!*!*!*!!!!!*!!!!*!

logo SDPLLKQKWLKQDNYNAVDTI ILAVITSLPESAI FGKNQAKASNAIKS I FVLKKQASAQHQTSPLETSFVYPLSTDLQSDRPEAVLTRDRF IMRKKNFQKKWKVEDNMVNFF
NTDB id 210608 BTR42 RS00670 WP 009853236.1 SDLLKQWLKDYADIIAVITLPESIFGNAANAKSIFVLKKQAAHTPETFVYPLSDLQSREALTDFIRKFQKWKVDNMNF 318
NTDB id 401 FSA28 RS09370 WP 002291646.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF. 317
NTDB id 392 SMU RS09000 WP 002263442.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF. 317
consensus !*!!!*!!*****!*!!!*!!!*!!****!*!!!!!!!!!*****!*!!!!!*!!!**!*!**!***!*!!!*!!**
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