logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1203
1177

210564 AM329 RS22620 WP 003860028.1

1307
1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1203
1177

210564 AM329 RS22620 WP 003860028.1

1307
1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

PSJM300 01605 AFN76401.1
A1552VC RS01165 WP 000422572.1

DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

BIPMIRVEIG

PPM R DG

PPM R DG

I8 SDLH SAG PPMIRVDG

I¥ SDLH SAG PPMIRVDG

@ASDLHLS G PPMIRVDG

@ASDLHLSAG PPMIRVDG

IMASDLHLSAG PPMIRVDG

CASDLHLSAG PPMIRVDG

. GASDLHLSAG PPMIRVDG
AMDITELLAFSVK [@ASDLHLSAG PPMIRVDG
* Kook koK kKKK k|| oK ok oK oK K oK K oK K K K oK K K |

I ARERE s sl

IPMIRV G

PSJM300 01605 AFN76401.1
A1552VC RS01165 WP 000422572.1
GGQEILIGSINKHMEEVS TALKLIELTCPQ
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

19
E
E
15
E
15
E
E
E
E

kokk bk | kx| % * kokkok | skkkk skkxk

E %LRE NIP E LISLP])
P

IiRMEEREPIFIERRK IR E

kkokk kokk Xk

QMMMM&L%%w%wwN@MM

KWL PEIK TPESPEMTRET
YID G MBTHKESHIR Y B V(¢ ATZT L YA A QGEA .
PPRWR EREEPAPF[P. . .
&

S
IMNDAQRE
IMND
IMND
IMND
IMND
IMND
IMND
IMND
IMND

KR

SR e R S0 T e

N | AINWSRGLVLIQMGINTG GKST LAAM GYRNKNSéGHI
INRDY  ADWNMRGLVLVYGI\TGSGKSTT A AMpYe] YN[}zl : pNEIH T L
LG Piyungy IRINGL LVTGETGSGKSTTLAAM

I3 AMJAINMIRGLVLVTGPTGSGKSTTLAAY
I ARSIRGLVLVTGPTGSGKSTTLAAY
ISTIPAYPRGLVLVTGPTGSGKSTTLAAM

DAMPRGLVLVTGPTGSGKSTTLAAM
D I[OMPRGLVLVTGPTGSGKSTTLAAM
DII[OMPRG VLVTGPTGSGKSTTLAAM
DIIMPRG VLVTGPTGSGKSTTLAAM

MIMNYPRG VLVTGPTGSGKSTTLAAM
Diok okr LoDl 1L Dok |k

%k %k %k ok ok %k ok ok ok k ok

156
154
153
160
156
156
156
156
156
156
156
156
156
156
156
156



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1203

1177 A1552VC RS01165 WP 000422572.1
210564 AM329 RS22620 WP 003860028.1

1307
1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1203

1177 A1552VC RS01165 WP 000422572.1
210564 AM329 RS22620 WP 003860028.1

1307
1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

PSJM300 01605 AFN76401.1

DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

PSJM300 01605 AFN76401.1

DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

LD AN st

B et LR T SEALFAEN

EDPIEF HQENNC

EDPIEFVH K C

EDP EF [jQSE CLI QRE (%% |3

EDPIEF HK% INQREVESDTI®
K

INoALRSALREDPD
WNALR ALR [APD
INYALRSALREDPD
INYALESALREDPD
IQYALRSALREDPD
IQYALRSALREDPD
WALRSALREDPD
WALRSALREDPD
JIALRSALREDPD
SJIALRSALREDPD
WA LRSALREDPD
M3ALRSALREDPD
M3ALRSALREDPD
WA LRSALREDPD
kook kD lan TLo okl

i

T

i

T EDPIEFVHQSKKSLINQRE H[NsITI®
T EDPIEFVHQSKKSLINQRE H[NsITI®
T EDPIEFVHEIWKCLINQREVH

T EDPIEFVHEWWKCLINQREVH

T EDPIEFVHQSKKCL NQREVH
T
i
i
T
i
T
o
*

ILVGEMRDIMETIRLA TAAETGHLVFGTLHTWSAE
N

EDPIEFVHQSKKCL NQREVH
EDPIEFVH SKKCL NQREVH
EDPIEFVH SKKCL NQREVH
EDPIEFVH BKKCLINQREVH
EDPIEFVHQSKKCLINQREVH
EDPIEFVHQSKKCLINQREVH

EDPIEFVHQSKKCLINQREVH
U

ILVGEMMRDMETIRLA TAAETGHLVFGTLHT,
ILVGEMRDMETIRLALTAAETGHLVFGTLHT
ILVGEMRDETIRLALTAAETGHLVFGTLHT
ILVGEMRDMETIRLALTAAETGHLVFGTLHT
ILVGEMRDMETIRLALTAAETGHLVFGTLHT
ILVGEMRDWMETIRLALTAAETGHLVFGTLHT
ILVGEMRDMETIRLALTAAETGHLVFGTLHT
S Plocskor Dok 11D 1

N85 (e

SARKT

F 11 Dok DL skokok ok ok ok ok ok ok sk |

IORLDNF et L ES Lol e L s Ak s ORI

DRII |gFPA |ANMNVIWNL SIRNLIA
RI B HUPEE
I R DEFPA EK
IDRI DVFPEE [{:[
DRI DVFPAEEK
DRI DVFPAREK
IDRIIDVFP § K
IDRIIDVFP § K
I RIIDVFPAEEKEMVR
I RIIDVFPAEEKEMVR
IDR DVFPAEEKEMVR
IDR DVFPAEEKJMVR
IDRIIDVFPAEEK MVR
IDR

MIUGGGRVAGHEIM
MUGGGRVA@HEIM
MUSGGRVAAIRETM
BUWAGGRVAAREIM
AUGGGRVAAHEIMI
MIGGGRVAAHEIMI
MNGGGRVAAHEIMI
BYGGGRVAAHEIMI
BIUGGGRVAAHEIMI
BYGGGRVAAHEIMI

ER * % |

PAIRNLIRENMKVAQMYSHIQTG
PAIRNLIREWKVAQMYSENIQTG
IIPATRNLIREMKVAQMYSHIQTG
IIPATRNLIRENKVAQMYSE\IQTG
IIPATRNLIRENKVAQMYSE\IQTG
IIPATRNLIRENKVAQMYSENIQTG

| % % * | oskoskok ok ok kx| skskk | * % k * [ * % 5k % k *

236
234
233
240
236
236
236
236
236
236
236
236
236
236
236
236

316
314
312
320
316
316
315
315
315
315
315
315
315
315
315
315



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1203
1177

PSJM300 01605 AFN76401.1
A1552VC RS01165 WP 000422572.1

210564 AM329 RS22620 WP 003860028.1

1307
1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1203
1177

DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

PSJM300 01605 AFN76401.1
A1552VC RS01165 WP 000422572.1

210564 AM329 RS22620 WP 003860028.1

1307
1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

RaARS= MY

LHS

YVQEERD ﬁLLHﬁDSSN
ARRIA

IR YDK@LERA
INAPEVEARRRJA
INAPEAARRREN

¢
G
N
N
¢
¢
G
¢
G
G

.................. 381
.................. 368
.................. 326
APAAGRSEPGRAGGFGRR 418
.................. 347
.................. 347
.................. 345
.................. 345
.................. 344
.................. 344
.................. 344
.................. 344
.................. 344
.................. 345
.................. 345
.................. 345

X non conserved
B similar
Bl >50% conserved

= Ji a S R PG e S T e X R RNV k= A B S s
LRLMIKLGSETDG.EHLTSVSQGLTL....EMSDDDPGRSFR..........
LRLMLKTKRGDDY.GSG..SLQNVKI....DME...................

DSAN
""""" IDPKEFARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAAPATPA
QNSESMSF . « o oo oo
QNSESMSF . . o o oo

IS KHTINHEANLNK .
IS KHTI\HEAJNLNK .
IS RDSINKEKINKQP .

8 RENIREKIKIP .
NLPTIRAVINKSP .
mP QTIRTANKQP .
8P QTR TANKQP .
8P QTIRTANKQP .

sFSm=coanaai AT

381
368
326
400
347
347
345
345
344
344
344
344
344
345
345
345



