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NTDB id 210266 FAM21731 RS04115 WP 075141139.1 .MTKQTNLIPGIKKYGRPYIPQVIIAVFLAAFGNIATIVGPNQLSKITNLISKGLRGSIDVSQVMRIVVILGIIYGVGAL 79
NTDB id 370 SMU RS04260 WP 002263294.1 MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAGAL 80
consensus * ! !** * *! **! * *!! !**!! ! *! **!!! ! !!* * ! * !***! !!!
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NTDB id 210266 FAM21731 RS04115 WP 075141139.1 MSYGQGFLMANVSQNFTRDLRTKISQKINRLPISYYDKHDEGDTLSRVTNDLDTFGQALNQSLGTLISSIVLIVGTILMM 159
NTDB id 370 SMU RS04260 WP 002263294.1 VSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMM 160
consensus *!! !** * ! !* !! ! !!!**!* !*! ! !!!!!!!!!!*! ! !!!! *** !*!**!*! !!
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NTDB id 210266 FAM21731 RS04115 WP 075141139.1 TVTNWILSLTAIVSAFIGIVLTVVLLQHSQKYFNQQQNNLADVSGYVEEVYSGHQVVKTYNGTKNAKKEFTDRNQKLASS 239
NTDB id 370 SMU RS04260 WP 002263294.1 IKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFAS 240
consensus !! ! !!!*! ! ! !!* !** *!!* ! !! !!!!!!!!!!!!!!!!*!! *!!* * !! ! ! ! !
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NTDB id 210266 FAM21731 RS04115 WP 075141139.1 VWKSQFISGIMQPLMTFIGNLSYVSVSVIGALLVLNNTISIGVVVAFMVYVRIFTQPLSQVTQAFSSLQSAKAALHRVFE 319
NTDB id 370 SMU RS04260 WP 002263294.1 MWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFE 320
consensus *!!!!! !!!! !!! !!!! !! !***!! * *! !**! *!!!! !!!!!!!!* !* !* * !!!! !!**!!!!
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NTDB id 210266 FAM21731 RS04115 WP 075141139.1 FLEEPDDQADQDADTELKDVKGRIDFEHVSFGYNHNETIIKDFNAHIEPGEKVAIVGPTGSGKTTLISLLMGFYQIDEGS 399
NTDB id 370 SMU RS04260 WP 002263294.1 FLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGM 400
consensus !!*!** *** ! ! ! * !**! !!! !!!*!! !! *! !*!!!!!!! !!!!** !!! !! *! !
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NTDB id 210266 FAM21731 RS04115 WP 075141139.1 IKIDNKNINTITKQSIRDQFDMVLQDAWLFEDTIMNNLKYNDPNIDDDQVIEAAKSVGIDHFIRTLPKGYDTVLNDSVTL 479
NTDB id 370 SMU RS04260 WP 002263294.1 ISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTL 480
consensus ! !! !!* *!* **! ! !!!!! !!!! !* !! !! **! !*!!! !!! !!**!!!*!!!!!!!!!! !!!!!

logo SVGQKQLLMTIARALLVKRDNARPLML I LDEATSSVDTRTEELQI
LQKRAMDHI LMTEKGRTSFLVIAHRLSTIKRNADKL I ILVLMKRDGKNI ILEQTGNS

NTDB id 210266 FAM21731 RS04115 WP 075141139.1 SVGQKQLMTIARALVRNRPMLILDEATSSVDTRTEEQLQKAMDILTKGRTSLVIAHRLSTIKNADKIIVLKDGKILETGN 559
NTDB id 370 SMU RS04260 WP 002263294.1 SVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGS 560
consensus !!!!!!!*!!!!!!** !*!!!!!!!!!!!!!!!! *!*!!!*! !!!! !!!!!!!!!*!!! !*!**!! !*! !



logo HDQEQLMANENGFYADSLYNSQFETESELTVA
NTDB id 210266 FAM21731 RS04115 WP 075141139.1 HQELMNENGFYASLYNSQFESLTA 583
NTDB id 370 SMU RS04260 WP 002263294.1 HDQLMAENGFYADLYNSQFTEEVA 584
consensus ! !! !!!!!! !!!!!! !
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