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NTDB id 1210 C694 RS01710 WP 001862983.1 MKSHFQYSTLENIPKAFDILKDPPKKLYCVGDTKLLDTPLKVAIIGTRRPTPYSKQHTITLARELAKNGAVIVSGGALGV 80
NTDB id 210231 CSUIS RS03895 WP 086297236.1 ....MSF...ITEFKLNSNFQNPPKKLYYKGNLKLLDYP.KVAIVGSRRCSSYTKNMTINLASTLKKYGVCVVSGAAIGV 72
NTDB id 1239 Cj0634 YP 002344063.1 MASEILP...DEFLELFKDLKKPPKKLHYKGNLSLLKQD.KIAIIGSRRMSVYTKNCVFSLASMLKNAHLCVVSGGALGV 76
consensus * * * * * *** ** !!!!!***!***!!* * !*!!*!*!! * !*!* ***!!* !** ****!!!*!*!!

logo DICITAHQSEMTAGNALMYPHKNTIAGMI
L
V

S
F
A
G
P

C
N
S
GLDFQIYP I

R
T

N
Q
TNEHSKVI IQKDEQIAYQENAGSL IALSTEYEDKPDFIYLMTAP I

K
G
K
N

G
W
Y

D
Q
SFLAELRNLR I

L
T
V
V
IALSKDVAVI

V
I
V
P
AQADLIQKSG

NTDB id 1210 C694 RS01710 WP 001862983.1 DIIAQENALPKTIMLSPCSLDFIYPTNNHKVIQEIAQNGLILSEYEKDFMPIKGSFLARNRLVIALSDVVIIPQADLKSG 160
NTDB id 210231 CSUIS RS03895 WP 086297236.1 DICAHTGAYPHTIAVFGNGLDQIYPIQNSKIIKDIYENSLALSTYEPDITAKGWQFLERNLITVALSDAVVVAQADIQSG 152
NTDB id 1239 Cj0634 YP 002344063.1 DITASMAAMPNTIGIFANGLDQIYPRTNEKIIKQIYENALALSEYEDDYLPKNYDFLLRNRLVIALSKAVVVAQADIKSG 156
consensus !! ! *!*! !!******!!*!!! *! !*!**!**!*!*!!*!! !**** * !! !!****!!!**!***!!!**!!
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NTDB id 1210 C694 RS01710 WP 001862983.1 SMSSARLAQKYQKPLFVLPQRLNESDGTNELLEKGQAQGIFNIQNFINTLLKDYHLKEMPEMEDEFLEYCAKNPSYEEAY 240
NTDB id 210231 CSUIS RS03895 WP 086297236.1 SMSSARAAIKFGIPLYVLPQRLGESSGTNELLQSGKAQIITDFDKFAMK....FGVENYDNIGDEVVEFIKQNSNFDDCY 228
NTDB id 1239 Cj0634 YP 002344063.1 SMQSAKLALELNKPLYVLPQRLGESTATNLLLKENKAKLICDFKEFVSE....FASI..DMNQDEFLEFCKKGVSVDEAL 230
consensus !!*!!**!*****!!*!!!!!!*!!**!!*!! **!**! ** !* *** * * !!**!***** ******
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NTDB id 1210 C694 RS01710 WP 001862983.1 LKFGDKLLEYELLGKIKRINHIVVLA. 266
NTDB id 210231 CSUIS RS03895 WP 086297236.1 AKFGDLIYEYELDGKIAIDGIYVRIL. 254
NTDB id 1239 Cj0634 YP 002344063.1 KIYGQKVYEYELEGKISIEGLFIRVLA 257
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