
logo

MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERR IAQTI EDRFGIPLVELHRVE IPPKVK

NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 209899 BJD10 RS19750 WP 043907067.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
consensus

logo

ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPPSG

NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPPSG 160
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 209899 BJD10 RS19750 WP 043907067.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
consensus

logo

EGQKDLKLGELLLQKGWI SREALEEALVEQEKTGDLLGR I LVRKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAALLL

NTDB id 1028 TT RS08215 WP 011173991.1 EGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILVRKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAALLL 240
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 209899 BJD10 RS19750 WP 043907067.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
consensus

logo

LRSDALRYGAVP IGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREAL

NTDB id 1028 TT RS08215 WP 011173991.1 LRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREAL 320
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 209899 BJD10 RS19750 WP 043907067.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
consensus



logo

KE
M
A
N
L
V
M
A
E
S
L
V
A
A
F
L
Q
S

A
H
K
T
E
G
N
T
E
P
S
L
V
Y
P
G
K
R
M
A
H
I
S
F
L

K
Q
V
S
T
P
N
G
F
I
L
A
F
I
L
V
G
S

A
E
Q
T
R
L
V
R
I LRVLEQDKLNAEEQKGAHIVYLAIVLDENRSTEKPVFAAQETSDKNTVQVMAE I

R
Q
E
A
H
Q
T
E
S

V
Y
L
A
H
I
M
V
Y
L
K
N
Q
T
D
E

A
E
L
K
Q
Q
S
V
A
Q
R
S
A
K
K
S
R
A
E
F
G
A
S

K
G
G
K
T
V
Q
I

E
P
R
D
S
I
T
M
V
L

E
L
V
P
A
D
P
Q
E

M
T
W
A
Y

F
I
L
A
F
I
V
L

D
K
Q
E
S

D
E
K
L
N
S

F
S
V
K
G
H
K
L
S
V
F
I

V
I
F
L

H
Q
R
T
S
S
A
P
A
H
K
L
Q
E
S

A
L
S
T
Q
E

I
L
T
A
L
Q
A
E
I
L
Q
A
H
T

A
N
V
I
L

A
S
A
H
L
Q
R
T
V
S

N
Q
I
V
E

L
F
A
S
G
M
V
E
Y
L

S
P
C
E
I
M
Q
L
Y

F
M
P
V
T
L

E
S
D
I
P
V
L
D
E
G
R
N
S

C
E
H
R
Q
V

D
I
F
Y
E
P
D
A
R
T
V
P
Y

NTDB id 1028 TT RS08215 WP 011173991.1 KEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEEDPP 400
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ...........MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLSRYDY 69
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ...........MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLNQYEY 69
NTDB id 1293 VP RS12240 WP 005479695.1 ...........MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELSQYEY 69
NTDB id 1110 NGFG RS09235 WP 003689817.1 ...........MSVGLLRILVQNQVVTVEQAEHYYNESQ.AGKEVLPMLFSDGVISPKSLAALIARVFSYSILDLRHYPR 68
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ...MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINCIDV 77
NTDB id 209899 BJD10 RS19750 WP 043907067.1 .MNVSASANLVGITGIARRLVQDGALEESVARSAMDQAASAKVPLPQWFAEKKLVSAAQLAAANAVEFGMPLMDVSVFDA 79
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ...MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFDLDVYDT 77
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ...MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLDLGVFDP 77
consensus * *** *!** **** ** ** * * * ** ** *** ** **** *** **

logo

D
G
H
S
A
L
N
P
R
T
Q
S

F
G
N
V
I
L

A
L
P
C

M
P
K
V
Q

G
K
L
N
T
D
Q

K
V
L
I
L
G
V

N
P
S
T
D
L

Q
R
E
D
K
E
Q
L
C
L
M
I
K
L
R
V
Q
T

E
K
R
F
H
Y
A
D
G
H
Q
N
R

C
M
I
V
A

F
M
V
LPHIVLAHINRVFHLQSKREQTRPSGDHQTSNI

K
L
N
V
R
T

V
L
I
V
F
L
Y

F
V
L
G
L
A
M
T
V
D
K
A
S
N
DPRSTKLQNMTLQIALPREQQSAMIELEKQDKAEDTVFIKQVRLSFHNAALSTNKGRKGLNI

Y
L
A
E
K
L
N
V
Q

T
V
A
H
E
A
L
P
A
I
V
V
I
L
A
V
T
D
E
D
T
E
F
H

A
H
R
D
A
E
Q
K

I
L
A
Q
R
E
S
T

G
T
K
R
A

T
V
A
L
L
I
G
S
D
E
R

E
N
W
Q
R
F
V
W
H
L
G
L
Q
F
Y
S
T
V
A
G
A
K
S
E
R
A
K
N
E
S
A
I
S
E
L
T

A
G
H
L
Q
S

NTDB id 1028 TT RS08215 WP 011173991.1 DPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGKAEL 480
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATG.....LQVELALADHRALQAAIRRLYGRSIQ 144
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATG.....LQVELVLADFRELTAAIRRLYGRSLG 144
NTDB id 1293 VP RS12240 WP 005479695.1 ASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATG.....LQVELVLADFRELSTAIRRLYGRSLS 144
NTDB id 1110 NGFG RS09235 WP 003689817.1 HRVLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAG.....IAVELVIVEDDQLAGLLDWVGSRSTS 143
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTG.....LNTHAIVVETDKLSALIDNLLTAKES 152
NTDB id 209899 BJD10 RS19750 WP 043907067.1 SQNAVKLVSEELLQKYQVLPLFKRGNRLFVGVSNPTQTRALDDIKFHTN.....LVVEPILVDEDQIRRTLEQWQASNAA 154
NTDB id 1058 ABD1 RS01615 WP 001274986.1 SQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSK.....LLVEPVIVEHHKLEKVLGQHFAEESS 152
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ALFLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSK.....LKVEPIIVEHDKLERLLSEHFVEETH 152
consensus * * ** **** ** **!* *** *******!*** ********** * ** **** * ** ****

logo

G
H
S
F
L
Q

A
D
L
N
G
E

I
L
Q
A
F
K

A
D
E
N
S
E
K
Q
G
L

E
Y
L
G
E
F
N
V
K
A
D
G
E
D
I
D
Q
N
S

E
G
K
T
D
Q

D
E
L
M
E
E
F
G
L
G
A
D
G
N
S
L
E
D
L
I
V
E
K
N
D
S

I
A
V
D
S
G
A
E
L
V
D
D
E
D
G
P

H
K
M
P

E
G
Q
T
S
T
A
D
D
G
H
Q
E
G
L
T
D
E
I

I
L
Q
E
D
E
V
Y
D
N
S

G
P
T
E
I
A
S
V
D
E
A
N
P
T
D
A
E
K
P
S
L
K
L
Q
V
E
S

A
K
L
T
G
Q

E
DDEGTASAPAIVPQSVRKYFVIHKNQKTLIV I

L
R
S
V
I
L
E
DAFLVI LRRSMQKDSGASDLIHI

FEFPRYQEDHRKNENQDMSAVYQRI
VRFYLRQICVDGALQVI L

NTDB id 1028 TT RS08215 WP 011173991.1 SEIAKEFA..K.............KQAEEEVPSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGAL 545
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GAANQGKEISQDELANLVKVSD....DELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDGIL 220
NTDB id 1401 DSB67 RS12665 WP 010643259.1 QEKSGLKEINQDELAGLVDIGE....DEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDGIL 220
NTDB id 1293 VP RS12240 WP 005479695.1 HEKSGLKEINQEELASLVDVGA....DEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDGIL 220
NTDB id 1110 NGFG RS09235 WP 003689817.1 LLQELGEG.QEEE............ESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRFRVDGQL 210
NTDB id 1251 GCO85 RS07725 WP 011946523.1 QGLSEYVEDSGDLEGLEISADDE...DQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQDGIL 229
NTDB id 209899 BJD10 RS19750 WP 043907067.1 LGASLGND.DDDMGDLDVSAGDEDMGAGGDSGVDAKGDDTPVVKFVNKVLVDAIRRGASDIHFEPYEDDYRVRLRIDGLL 233
NTDB id 1058 ABD1 RS01615 WP 001274986.1 FDFN......DEEFDLDVN..LDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDGVL 224
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FNFD......TEELDLDVE..VDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRVDGVL 224
consensus * ** * * * ** ***** *********!** *!!!*!*!*** ***!*!*!!*!

logo

H
K
V
I
R
L
N
P
Q
E
Y
T
I
V

S
V
Q
A
K
N
T
Q
A
L
P
A
P
A
I
K
N
V
L
S

A
G
K
S
Q
H

A
V
L
L
R
A
S
G
Q
S
T
N
R

A
Q
R
V
I
L
I
T
S
A
S
A
V
R
V
L
IKI

V
L
M
G
S
G
N
R
K
Q

M
L
N
DI SAERKR I

V
LPQDGGRFMVIQRKMYLNTRKFIMLQNSERQKGAGTDS IRTKDPQTAVIDLMFRLVNSSTCLPTSVLAWYFGEKALVIVMLRVILLKNDAKPSDGASASDAAINKMSPLENDGINEDDQAKL

NTDB id 1028 TT RS08215 WP 011173991.1 RPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYR..EGAIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDL 623
NTDB id 1168 A1552VC RS11070 WP 000957200.1 VETQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKL 299
NTDB id 1401 DSB67 RS12665 WP 010643259.1 IEIQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDINKL 299
NTDB id 1293 VP RS12240 WP 005479695.1 IETQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDIDKL 299
NTDB id 1110 NGFG RS09235 WP 003689817.1 REVVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAASLNIDQL 290
NTDB id 1251 GCO85 RS07725 WP 011946523.1 HEVATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEAL 308
NTDB id 209899 BJD10 RS19750 WP 043907067.1 KNVAKAPVKLSQRIAARLKVMSQLDIAEKRVPQDGRIKLNLSK.TKQIDFRVSTLPTLFGEKVVLRILDASAAKLGIEKL 312
NTDB id 1058 ABD1 RS01615 WP 001274986.1 RQIANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDAL 303
NTDB id 1018 ACIAD RS01685 WP 004920473.1 RLIATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDAL 303
consensus *** *** ** ******!*** **!*!*!*!!!!******** ***!*!****!!**!!!*!*!*!***** * !* !



logo GFYANSEADEPEFGSVDQVQFQRKETAKQNRLLYFKMLKNDEVAI
L
D
K
N
Q
S
H
R

K
RPYQGI

M
F
L
V
I L IMVTGPTGSGKSTFVTSTLFYSTCIAGLGKRSNRI ILANDKTI

S
P
E
D
H
Q
T
S
E

A
K
R
S
V
INTIAQSTI

AEDPAVEYI EKRYNI
V
L
E
S
PGVINQTVNQI

Q
VQNDVPQKQRAVIGMFLGTFSAGREAAL

NTDB id 1028 TT RS08215 WP 011173991.1 GFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARAL 703
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAEAL 379
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAEAL 379
NTDB id 1293 VP RS12240 WP 005479695.1 GYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAEAL 379
NTDB id 1110 NGFG RS09235 WP 003689817.1 GFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQGLTFAAAL 370
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFSGAL 388
NTDB id 209899 BJD10 RS19750 WP 043907067.1 GYEADQQKLFLDAIHKPYGMVLVTGPTGSGKTVSLYTALGILNDETRNISTAEDPVEIRLPGVNQVQQNVKRGMTFAAAL 392
NTDB id 1058 ABD1 RS01615 WP 001274986.1 GYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFAAAL 383
NTDB id 1018 ACIAD RS01685 WP 004920473.1 GYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAAAL 383
consensus !* * ** ****** *!*!**!*!!!!!!!!*******!***** *!**!*!!!*!****!*!!*******!**!**!!

logo

K
R
A
SFLRQDPDVIVIMVGE IRDSLDETADKE IATVI EKASALQTGHMLVFIMLASTLHTNDNSAPAAQEATVILANSITRMLADLMVRSENMGI

V
P
A
E
T
P
S
Y
FNLI STAATSASLVI

N
T
S
G
LVI LMI SAQRLLVARKRVLCEKNPSNSHYQ

NTDB id 1028 TT RS08215 WP 011173991.1 RAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRRVCEH 783
NTDB id 1168 A1552VC RS11070 WP 000957200.1 RSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLCKH 459
NTDB id 1401 DSB67 RS12665 WP 010643259.1 RSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLCPY 459
NTDB id 1293 VP RS12240 WP 005479695.1 RSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKLCPY 459
NTDB id 1110 NGFG RS09235 WP 003689817.1 KSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQRLLRRLCSS 450
NTDB id 1251 GCO85 RS07725 WP 011946523.1 RSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARKLCNQ 468
NTDB id 209899 BJD10 RS19750 WP 043907067.1 RSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVLSTLHTNDAPQTIARLMNMGIAPYNITSSVTLVIAQRLARRLCNN 472
NTDB id 1058 ABD1 RS01615 WP 001274986.1 KSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLCSQ 463
NTDB id 1018 ACIAD RS01685 WP 004920473.1 RSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARRLCSQ 463
consensus **!!!!!!!**!!!!!!!**!!*!!**!**!!!*!**!!!!!*!**** !* *!!* **!**********!!!*!**!

logo CRKAVIRQAKVEPRQVDIKRAEQRDPDFHILVPNSTPKNPSVAEEHLRSQGTASLQL IKRSHLAQREEFIVMLAGLIFAKSQTDNTEPNQATEQEDNQVILLQVIAHQKSPENDGAILWFEQYFKREIQRVLFAYQREKNGAPAMDVGCHLDENDQRECGRTGGQSTHEGYRSKGRAYTVAGLVI FHYQELVLMARVKP I
M
V
F

N
S
D
T
K
T
D
P
E

S
E
M
I
L
A
Q
R
G
S
A
H
Q
R
K
E

L
V
I
A
V
L
I
L
V
I
M
A
N
Q
S
K
E

N
R
D
G
K
A
G
T
N
S
E
I
S
V
A
M
T
V
H
L

D
G
Q
E
L
I
K
L
A
E

D
R
A
E
K

I
T
V
A
L
S
A
K
R
Y
E
I
Q

S
T
K
R
A

I
K
E
L
N

NTDB id 1028 TT RS08215 WP 011173991.1 CKVEVKPD.PETLRRLGLSEAEIQ..GARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIARRK 860
NTDB id 1168 A1552VC RS11070 WP 000957200.1 CKIAVR.PSALLQSQFAFQPNEIL....YEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAKAN 533
NTDB id 1401 DSB67 RS12665 WP 010643259.1 CRQPQE.PNSQLQH.IGIANTEQI....FQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAIAN 532
NTDB id 1293 VP RS12240 WP 005479695.1 CKQPQE.HTVQLQH.LGIQTTDNI....FRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAIAN 532
NTDB id 1110 NGFG RS09235 WP 003689817.1 CKQEVERPSASALKEVGFTDEDLA.KDWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAYKE 529
NTDB id 1251 GCO85 RS07725 WP 011946523.1 CKAVRDDFTNQGLIELGFKEADLV..NLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQSE 545
NTDB id 209899 BJD10 RS19750 WP 043907067.1 CKRK.APLPEHALLAEGFTPEQVA.SGIELYEAVGCDECT.EGYKGRTGIYQVMPMTDEIGAIVLEGGNAMQIAEAAQRI 549
NTDB id 1058 ABD1 RS01615 WP 001274986.1 CKIP.ADIPKQSLLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASEKL 541
NTDB id 1018 ACIAD RS01685 WP 004920473.1 CKRP.IQVPERSLLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAETL 541
consensus !* * **** ** ** **!! *!* !!*!! ****** ***** *** *** *** **

logo GI
F
M
K
L
R
S
V
N
Q

D
N
T
I
L
F
Q
R
E
M
Q
R

A
D
S
A
GI
L
L
V
Y
K
EKI

A
L
V

A
L
R
K
M

H
E
QGVITTS IFLRSAQEE I

L
V
L
T
Q
N
A
R
N
R
VLTI

K
N
V
S
Y

D
E
F

NTDB id 1028 TT RS08215 WP 011173991.1 GMKTLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GMQTLQESGLEKLREGITSFAELQRVLYF 562
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GMQTLQMSGIEKLKQGITSFRELQRVLYF 561
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