
logo MGDKSLLVTGIDIGHHNS ILKAAVVLKPMNGDNTSYALVLGYEKELI LIVLTKAEDGI FVTADENHNI
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NTDB id 1171 A1552VC RS12125 WP 000520444.1 MGKSLVTGIDIGHHSIKAAVLKPMGDTYALVGYEELLVTADIFTDNHTLDYQKIVKKLKELKKGLPLFSHKVAIAIPDSA 80
NTDB id 209647 BG259 RS11040 WP 074050876.1 MDKLLVTGIDIGHNSLKAVVLKPNGNSYALLGYKEIILKEGIVAENNIINHQEIVKTLKEIRKELPFWARRVAISVPDNA 80
NTDB id 1404 DSB67 RS14000 WP 010643494.1 MDKLLVTGIDIGHNSLKAVVLKPNGNSYALLGYKEIILKEGIVAENNTINHQEIVKTLKEMKKELPFRARKVAISVPDNA 80
consensus !*!*!!!!!!!!!*!*!!*!!!!*!**!!!*!!*!******!***!*****!*!!!*!!!**!*!!*****!!!**!!*!

logo VI SKVKLQIDESQDNLEQERSELKEFAVYVQAFSHQSPFPVEELSLDF IVKLVTDAETKDSELQAMRSSGNTTDTSFYQVYFATKRKDVVDESTRLVDEHAVLKQKASGFLEKTP
NTDB id 1171 A1552VC RS12125 WP 000520444.1 VISKVLQIDSDLEQRELEFAVYQAFSHQSPFPVEELSLDFVKVTEKSLARSSTTTFQVYATKKDVVDSRLHAVKKAGFEP 160
NTDB id 209647 BG259 RS11040 WP 074050876.1 VISKKLQIEQNLEESEKEFAVVQAFSHQSPFPVEELSLDFVKLDADEQMR.GTDSYQVFATRKDVVETRVDALQKSGLKT 159
NTDB id 1404 DSB67 RS14000 WP 010643494.1 VISKKLQIEQNLEESEKEFAVVQAFSHQSPFPVEELSLDFIKVDTDEQMR.GNDSYQVFATRKDVVETRVEALQKSGLKP 159
consensus !!!!*!!!***!!**!*!!!!*!!!!!!!!!!!!!!!!!!*!** ****! *****!!*!!*!!!!**!**!**!*!***

logo VLMVDVQHVSHQSLLGHLIWQKLVAASVEKRARYFRPREKNPSDKW
Y
M
CLVLDIGRSASYTLNQSSSLFCTLMDFFTPEEQGKSMEPLFYHKDEVFPCLYGSTRQTLSTEGNDSELPFSQAVNSLNQHDPLALVDEDATHQDV

NTDB id 1171 A1552VC RS12125 WP 000520444.1 VLMDVQVHSLLHLWQLASRAYRR.PDWMLVDIGYTQSSLCLDFPEKMPFYKDVPLGTRQLESEPSAVNSLNHPLL...HD 236
NTDB id 209647 BG259 RS11040 WP 074050876.1 VLVDVHSQSLGHIWKLAVERFPEKSKYCLLDISALSSSFTMFTEQSELFHKEFPYGTRTSNDLFQ.....QDPLAEDTQV 234
NTDB id 1404 DSB67 RS14000 WP 010643494.1 VLVDVHSQSLGHIWKLVAKRFPEKNKYCLLDIRSLNSSFTMFTEQGELFHKEFPCGSRTTGSLFQ.....QDPLVDDAQV 234
consensus !!*!!***!!*!*!*!* ****** ***!*!! **!!******* **!*!**! !*!** **** **!!*** **

logo

P
ATQERQF INQREQLIVEDKR I

V
A
KRQMIQLFYTSVIHNGTSQSDLIGKGI

L
VWLSGGEGATALTSPGMLEADEAELYSQSRQLSALPECEVLLNPFLSGLFKENMNKVASKRKRPRLAVADGWQ

NTDB id 1171 A1552VC RS12125 WP 000520444.1 PTQRFIQELVDKIARQIQLFTSVHGTQSLGGLWLSGGGATLSGLEDALYQRLSLPCEVLNPFSLFKNNVAKRKRPLVDGQ 316
NTDB id 209647 BG259 RS11040 WP 074050876.1 ATEQFNRQIVDRVKRQIQLYTSINGSQDIKGIWLSGEGAATPMLAEELSSQLALECELLNPLGLFEMKVSKRKRRAADWQ 314
NTDB id 1404 DSB67 RS14000 WP 010643494.1 ATEQFNRQIVERVKRQMQLYTSINGSQDIKGVWLSGEGAATPMLAEELSSQLALECELLNPLGLFEMKVSKRKRRAADWQ 314
consensus *!**!****!****!!*!!*!!**!*!***!*!!!!*!!****!***!***!*!*!!*!!!**!!***!*!!!!***!*!

logo

R
HFSTTAAAGLALVRGLIAQWLEGSGDEKNHVAAVSH

NTDB id 1171 A1552VC RS12125 WP 000520444.1 RFSTAAGLALRGLAWLESEHVA.. 338
NTDB id 209647 BG259 RS11040 WP 074050876.1 HFTAAAGLAVRGIQWLGGKHAVSH 338
NTDB id 1404 DSB67 RS14000 WP 010643494.1 HFTAAAGLAVRGIQWLGGDNAVSH 338
consensus *!**!!!!!*!!**!!********
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