logo

NTDB id 209509 AU097 RS04835
NTDB id 1063 ABD1 RS15730 WP
consensus

logo

NTDB id 209509 AU097 RS04835
NTDB id 1063 ABD1 RS15730 WP
consensus

logo

NTDB id 209509 AU097 RS04835
NTDB id 1063 ABD1 RS15730 WP
consensus

logo

NTDB id 209509 AU097 RS04835
NTDB id 1063 ABD1 RS15730 WP
consensus

logo

NTDB id 209509 AUQ097 RS04835
NTDB id 1063 ABD1 RS15730 WP
consensus

logo

NTDB id 209509 AU097 RS04835
NTDB id 1063 ABD1 RS15730 WP
consensus

logo

NTDB id 209509 AU097 RS04835
NTDB id 1063 ABD1 RS15730 WP
consensus

WP 000768958.

000768961 .1

WP 000768958.

000768961 .1

WP 000768958.

000768961.1

WP 000768958.

000768961.1

WP 000768958.

000768961 .1

WP 000768958.

000768961.1

WP 000768958.

000768961 .1

AL A 29 FTL TSGR TRV LT AV EA LG

MKLKLKNFKPNNLWYAVCSSSMIFTWLMTSSVVQASDLQIYASPTAGKKTIVMMLDTSGSMTRINSYGENRLAMLKNGMNA

MKLKLKNFKPNNLWYAVCSSSMIFTWLMTSSVVQASDLQIYASPTAGKKTIVMMLDTSGSMTRINSYGENRLAMLKNGMNA
N

IR LIRS LA RTT RAAL SARE

FLASNNPVLNDTRVGLGNFSAMGDSRSGQILVAAAPLGDASTLNT GSQRYKLKQAVARLTA[GETPSAHAYAEAAAYLM
FLASNNPVLNDTRVGLGNEFSABGDSRSGQILVAAAPLGDASTLNT GSQRYKLKQAVASLTARGMTPSAHAYAEAAAYLM
N e e

\ \
TN e ol msst SO sToass B
EURR LK N TIIL VD A PIRIF R @I TY DIXIGR Y TIANN(H AIBVEMNTEGT . TCN . . . ... ... stipRISEL sifEPN I SELEMAS CTAN
YSETYAIleDKRVSDNREEYN!RDSQIETWMYSWTNHDNIT AEDTS

[ *kk |1k [l Kk Dkokokokokkokkk || Pkl ok kokk %

?DV&L‘ [ YKKF LA NDTashen D Rpea
RN/ WVIRAAMRY YWy NEN TANEDSGIRgKSISSNDTASNPN I VVDEAYN \AYY SPLPAVANRQSCDGQGIYFLSDGEPN
R A T VR

x| * * FEb sk Db ] skoskosk sk sk kosk ok sk sk k k * NN | rrrrrrrrrrrrrrnd

(LAY SRR LT A ERANTH A AR

WTTTRSAS MSTALGSTFGADFNCSGGLSNTTADSGWACMGEFAKRLEFDKTKNPAGVSIQT GFGSDFSSLSSSDVK
ISTTBITRSAS MSTALGSTFGADFNCSGGLSNTTADSGWACMGEFAKRLEFDKTKNPAGVSIQT GFGSDFSSLSSSDVK
PE bbb bbb rrrrrrrrrrrrrret I

W AORTCRe I ST Y A TN L LT AR

NACRLSSRTQRIDRIMGDDEACSPNR TNA FNAPGYGNGGFFIgTQSEQGVTDSVIAFINNLDKVPLEPLTTGAISVPYDALNP
NACRLSSRTQIDREGDDIRCSPNQ TNA WAPGYGNGGFF TQSMQGVTDSVIAFINNLDKVPLEPLTTGAISVPYDALNP
R T T

ALY Y AL LR LS e AR STV

KNLQEYGYLRAFEPNPANTYLTWRGNLKKYHVVLSGEINAGAFEAN GGLVYNA GAFRTGTKDYWNSSTYWMDGGKVFIRGG
KNLQEYGYLRAFEPNPANTYLTWRGNLKKYHVVLSGENAGAFEAN GGLVYNA GAFRTGTKDYWNSSTYRIDGGKVFIIGG
PELL b bbb bbb bbb bbb v

80

160
160

235
230

314
298

394
378

474
458

554
538



logo

NTDB id 209509 AU097 RS04835
NTDB id 1063 ABD1 RS15730 WP
consensus

logo

NTDB id 209509 AU097 RS04835
NTDB id 1063 ABD1 RS15730 WP
consensus

logo

NTDB id 209509 AU097 RS04835
NTDB id 1063 ABD1 RS15730 WP
consensus

logo

NTDB id 209509 AU097 RS04835
NTDB id 1063 ABD1 RS15730 WP
consensus

logo

NTDB id 209509 AUQ097 RS04835
NTDB id 1063 ABD1 RS15730 WP
consensus

logo

NTDB id 209509 AU097 RS04835
NTDB id 1063 ABD1 RS15730 WP
consensus

logo

NTDB id 209509 AU097 RS04835
NTDB id 1063 ABD1 RS15730 WP
consensus

WP 000768958.

000768961 .1

WP 000768958.

000768961 .1

WP 000768958.

000768961.1

WP 000768958.

000768961 .1

WP 000768958.

000768961 .1

WP 000768958.

000768961.1

WP 000768958.

000768961 .1

AL A TR I HOASHILETDIARA) ST TLLK £ AT

SYANVPLPIAGQIJETRDAEGNITKYYYAVQSKIRNLFTDVSAVAADGSLTKISTSGTNLLKIPAAPPEGTNPFDTVANTA|
SYAINVPLPIAGQ ETRDAEGNITKYYYAVQSKIRNLFTDVSAVAADGSLTKISTSGTNLLKIPAAPPEGTNPFDTVANTA|

LR TN UALNSTATALTYES LSS

SYVLGKFDPSTGQNILKAFPISLKLKILNYLGYSTDINATTLPIYSLVTSNEPYLSMGGSIHSLPVQLTYNGTLDDNGNLT]

SYVLGKFDPSTGQNILKAFPISLKLKILNYLGYSTDISATTLP SLVTSNEPYLSMGGSIHSLPVQLTYNGTLDDNGNLT
I

MESILTE IR VPOV A D VAN TV

SAREQSILYGTMEGGLHIVDASSGIEQMVFVPADILNDSVASKALVVGQSDASAPAHGMDGAWVSDPAYNITTVGSGSSA
SAREQSILYGTMEGGLHIVDASSGIEQMVFVPADILNDSVASKALVVGQSDASAPAHGMDGAWVSDPAYNITTVGSGSSA|
PELL e rrrrrrrrrrrrrrnt

VARG Y LIS T LR ARTNER 0 VAL LA

VSKVTAKQMNIYGGMRMGGSSYYGLDVLSPTSPKLLFRIGADQTDYSRMGQSWSKPVLANIRYNGSIRRVLIVGGGYDQC

VSKVTAKQMNIYGGMRMGGSSYYGLDVLSPTSPKLLFRIGADQTDYSRMGQSWSKPVLANIRYNGSIRRVLIVGGGYDQC
N

YRR AT OAT L T ST s R STURRY LR L

YEKPNITLTDACFTNGKAKGNAVYIIDAKTGQRLWWTSDTGSNTDNANMKHSIVSRISTLDRDADGLVDHLYFGDLGGQI
YEKPNITLTDACFTNGKAKGNAVYIIDAKTGQRLWWTSDTGSNTDNANMKHSIVSRISTLDRDADGLVDHLYFGDLGGQI
PELL e rrrrrrrrrrrnt

AT RNRARAONTID: O e VY T TV A R

FRVDLNNNQTKTNSTYSSFGVRVVRLANLATNDSTYDGTNDYTGGNAPRFYEPPTVTIHDYGIHTFITVGIASGDRSTPL
FRVDLNNNQTKTNSTYSSFGVRVVRLANLATNDSTYDGTNDYTGGNAPRFYEPPTVTIHDYGIHTFITVGIASGDRSTPL
N

DN TR P (RORAAL SLTDRLETDITRT LT AT

DVYPLTGREGMTPEASALSGRPVNNVYGIIDRDFVKKNLMSLTDNQLETKDITRTGLRKNPQILRTGETRVAQIFFPTTGYV|
DVYPLTGREGMTPINSALSGRPVNNVYGIIDRDFVKKNLMSLTDNQLETKDITRTGLRKNPQILRTGETRVAQIFFPTTGYV|
PULLL L et

634
618

714
698

794
778

874
858

954
938

1034
1018

1114
1098



logo

NTDB id 209509 AU097 RS04835 WP 000768958.1
NTDB id 1063 ABD1 RS15730 WP 000768961.1
consensus

logo

NTDB id 209509 AU097 RS04835 WP 000768958.1
NTDB id 1063 ABD1 RS15730 WP 000768961.1
consensus

logo

NTDB id 209509 AU097 RS04835 WP 000768958.1
NTDB id 1063 ABD1 RS15730 WP 000768961.1
consensus

I AT

IaPP TNSCGKLNLSGNE GTG@MWQCTSHL
WPP TNSCGKLISLSGNE GTGEWQCTSHL

L8

LNI¥DG INRINKENIZS GF{NTIY
LN DG IIMNNKENISGFIAT[N
rer e

Tlxl sl 1

LRI

WYRWYERY R
TRAREREY 1268
k1 Lrrrrnd

X non conserved
B similar
>50% conserved

R elal

GYSECNWNVIGHGIRY TFVPEeY
GHSECNUNVIGEGIRY TFvPgsa
PTTID 000 Trr w0t 1

1194
1178

1274
1258



