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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 209182 IMCC3135 RS10000 WP 088917472.1 .MARGVNKVILVGNLGSDPEVRYMPNGGAVTNISIATSEQWTDKTSGQKQERTEWHRVTLFNRMGEIAGEYLKKGSQVYI 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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logo EGKQSRLIKRQSTDRKW
YQGDQKTNSTDGEIQEDRTYTASYTQDEVI IQVGVADQRNGYNGDIVELMKQLMLDGSGRASTNDQSEQGNSGDGFMGPAGAGPNQYGQDEGDMSENGVWYPGNAQAQSPSQAGSEQTNYNQGGASRWYAGSQADQRNPQYAAQPQANSKNRNQFHPNQAGSPGMPDNQTA

NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGK.DGIERTAYDIVAN....EMKMLGGRNENSGGAPY.DEGYGQSQE.......AYQRPAQQSRQPAPDA 143
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGK.DGIERTAYDIVAN....EMKMLGGRNENSGGAPY.EEGYGQSQE.......AYQRPAQQSRQPASDA 143
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQ.NGQDRYTTEIQGD....VLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGN 153
NTDB id 209182 IMCC3135 RS10000 WP 088917472.1 EGSIRTDKYQDKTTGEDRYSTQIIAR....DMQLLGGRTDGGGGG...GDNYNQQSS.......SRAAP.........PT 136
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQ.SGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPAQQG.......SWGQPQQPAKQHQPMQ 152
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FDTDEDIPF
NTDB id 1131 NGFG RS05740 WP 003695064.1 PSHPQEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 PSHPQEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 .....ATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 209182 IMCC3135 RS10000 WP 088917472.1 .....QSPNQPAANPST.APAGNDEFDTEIPF 162
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .....QSAPQQYSQP.Q.YNEPPMDFDDDIPF 177
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