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NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 209021 LI610 RS00375 WP 050889304.1 MINNVVLVGRLTRDPELRTTGSGISVATFTLAVDRQFTNASGQREADFISCVIWRKAAENFCNFTSKGSLVGIQGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
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logo NYDENKQDQGQRVFYVTEVLQVAVEDSNVFQSFLLEPSKRNRTEGTGRTGEQSGRQGQDNGAGFSQGNGFQYGNEQSGNSNQNSNTGFGGNQTGYFGGSGYAQSQNDNQSNAGPFTGGSNPAQQSTNGPANAGFNQENDN
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSG.....SGGYNEGNS.GGGQYFGGG.QNDNPFGGN...........QNN 142
NTDB id 209021 LI610 RS00375 WP 050889304.1 NYDNKDGQRVYVTEVLVDNFSLLESRRERESRQQNGGFGGQGQSQNTGFNTGFGSGYANNNAFGSPAQSNGPANAGFNED 160
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNG.........SQQSGFTSPQQT........... 140
consensus !!*!**!!!!*!!!!*******!!** **** ******* ** ! ** * ****!*** ** *
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NTDB id 113 BSU 40900 NP 391970.1 QRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 209021 LI610 RS00375 WP 050889304.1 NKKDAGGDTNTNPFDSSDDAINVSNDDLPF 190
NTDB id 624 LCA RS00040 WP 011373726.1 GNAPAANNTQADPFANNGQAIDISDDDLPF 170
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