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o T VW S AL 0 IR A BTENT 5

MR IITF IF§ V \YHEFGHF FAK SGILVREFAIGMGPKIF H|JMEGT YT R LPLGGYVRMAGWG DIYTEIKTG PAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS

o A E AR

LTLNANGIV RINLS[NS)Y DI¥T LPMEIVT YDLEDWNL ITGLVLIBETKTYJYVEHDATIVEEDGTE RIAPMDVQYQNASI[EGRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI

L P ey

TNFAGPMNNFILG | 'VFI 'L|YF QGG IgDIYS - Nis| V[NMGAALYY GL PRDEIVAINEMKVTEW BILIEA PIFATIIRREIN
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL

T L

JCVTHKHSENARST  VKPQKEESY Yy GVAESILKTGIJKDK |BGGIH IMAWRIAAIN I LNPAL KGLITFSLNKLGGPVAM BMSR|QA
SVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

SVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

sl DL ALK e e AW LAV

WGLMS LFLM MLSINLGIFNLIPIPALDGGKI MNIIEAIRRKP IYQEE YITLAGVA MVVLMIAVTWNDIMRYFF 419
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420

X non conserved
B similar
>50% conserved

170
170
170

255
255
255

339
340
340



