
logo

MA
M
E
M
N

E
Q
S

P
Q
R

K
P
Q

K
L
S

V
AL ILVVDDEEPRDLICRLELMLEQVI

L
MTLAGRMKGI

L
D
K
R

I
T
H
R
S

L
S
TAARYRNLVAEKQEAKRQELFLTANQREFNHPFYDALCLTDLMNRLPDGNSGI

L
E
DLVKQTEHYVIAQSKQHNRHYPNQTP I

V
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 208862 BJD13 RS22610 WP 008575092.1 .MNEPKSALVVDDERDIRELLVLTLGRMGLRISTAANLAEARELLANNPYDLCLTDMRLPDGNGIELVTEIAKHYPQTPV 79
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRA.NISNPFASA 397
NTDB id 208862 BJD13 RS22610 WP 008575092.1 PQLAAAIIARLAHSHGRPIPLLTQSALDALNHYGFPGNVRELENILERALALAEDDQISATDLRLPAHGGHRLAVPNGGA 399
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 208862 BJD13 RS22610 WP 008575092.1 AAE....QREAVVDIDPASAALPSYIEQLERAAIQKALEENRWNKTKTAAQLGITFRALRYKLKKLGMD....... 464
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