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NTDB id 1257 GCO85 RS04855 WP 163621000.1 KDKQ...............................NSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQV 434
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQV 448
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQV 456
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQV 456
NTDB id 208024 PFAS1 RS09125 WP 076028936.1 QSVTSV.............................ESKVDERGSITVDERTNNIIAYQTQNRLDELRRIVAQLDIPVRQV 443
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QSVTSDGGQ..........................EGKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQV 450
consensus * **** !!*!**!*!!!**************!*** *!!**!*!!

logo

L
M
V
I EAR IVREVANSTKVTGDSYFDTSQKDSEMILG I

V
K
RWGGVIALS IYRSPQHNTGHKINGLTQNW

NN
S
T
G
N
S
Y
T
L
G
L
K
E
V
D
S
G
N
A
G
N
SELTNATI

LWGNI
L
K
R
D
N
E
E
PDKGSKMDNCE

R
S
T
G
G
P
T
I
G
A
A
N
G
A
G
P
Y

T
A
K
S

C
S
N
Y
V
T
F
V
I
G
E
P
T
R
P
TGSTSTKSLSTE

P
N
P
R
D
R
S
N
P
L
F
N
L
VDLAGVA

NTDB id 1284 ACE17W RS12370 WP 010946666.1 LIEARIVEVTKDFSQDIGIRWGVSRPTHL..SGTLEGANELA...........RGTA.PANVVP.....LERRLNLDLAA 495
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LIEARIVEVTKDFSQDIGIRWGVSRPTHL..SGTLEGANELA...........RGTA.PANVVP.....LERRLNLDLAA 495
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPDS.N.....GTYTIER.....PDNLNVDLGV 517
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKK.DETTGGYKYTIER.....PDNLNVDLGV 530
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKK.DETTGGYKYTIER.....PDNLNVDLGV 530
NTDB id 208024 PFAS1 RS09125 WP 076028936.1 MIEARIVEANVDYDKSLGVRWGGSIQNKGNWNTSGVSN................SGANASSTIGTPGSTSTNSPFVDLGA 507
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MIEARIVEANVGYDKSLGVRWGGAY.HKGNWSGYGKDG...NI.GIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLGA 525
consensus **!!!!!*** *****!**!!* * * * **** * * ** ** ** ***!!**

logo

A
VPLTGKTS

A
D
G
N
T
A
N
T
P
G
AS
T
A
G
V
S
S
G
L
IGAI

L
F
A
G
F
K
L
L
I SLMNTSDDNVFI ILMLDLQELTSAMLQEKSAETDGNRYAGE I

L
V
V
I SQSTPRKLVI

V
M
S
TSTANDQKEQKATAVKVI ELAKSTGSTVEQQE I

VPYQSETASTNSSAGAGSTATASTVTASF
NTDB id 1284 ACE17W RS12370 WP 010946666.1 APLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAF 571
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VPLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAF 571
NTDB id 1009 ACIAD RS15175 WP 004923730.1 .....TTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSF 592
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .....SNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSF 604
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .....SNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSF 604
NTDB id 208024 PFAS1 RS09125 WP 076028936.1 .....AGN.TSGLGIAFI.TDNVLLDLELTAMEKTGNGEIVSQPKVVTSDKETAKILKGTEIPYQEASSSGA...TSVSF 577
NTDB id 1193 PAKAF RS26665 WP 003161249.1 .....KDA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA...TSTSF 595
consensus * * ***** * ****!!!*!*!** *! *!**!*!*********!** *! **!!!****!*! ****!



logo KDKEAASVLLSLKNEVTPNSQITPDNGRKI IQLVMDKEVLNDKQVIANSTNQKDAETS IVPNADSSGPYLYAQNKMTALQVFPQLNDGEVALPAPI LIKINTKKNTNEVIQNATKNI
VLVDNDNGQETVI IV I

LGGI
V
Y
F
K
S
E
N
Q
E
D
T
K
Q
T
M
S
N
N
K
A
S
V
I
Q
V
D
E
N
T
R
K
I
VPFLFG
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consensus **!**!*!!*** ******!!!*!*!!!!*** *

X non conserved

X similar

X ≥ 50% conserved


