
logo MHQQDEHNQPTFFFFDYETWGTVNSPAKDRPSQFAGLVRTDEMDNFNI IGEPLVI
MYCQRLPPANDYLPASPEAAL ITGITPQKAMNQSEQGLAPEP

NTDB id 207998 BSZ04 RS14555 WP 088880664.1 MHQDNQPTFFFFDYETWGTSPAKDRPSQFAGLRTDENFNIIGEPLVMYCRPPADYLPSPEAALITGITPQKAMQEGLPEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus !*!**!!!!!!!!!!!!! !!!!!!!!!!!*!!! !!!!!!!!!*!! *! !!!! !!!!!!!!!!!!!! !!*!!

logo EF IAKR IHAELSKTPNTI
T
N
SLGYNS IRFDDEVTRYTCYRNF IDPYAWSWQHNGNSRWDLLDVLMRACHALRPEGI

VEWPENDDEGFPT
NTDB id 207998 BSZ04 RS14555 WP 088880664.1 EFIAKIHAELSKPNTTSLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQNGNSRWDLLDVMRACHALRPEGVEWPENDEGFP 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!!!*!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!*!!!!!!*!!*

logo SFKLEHLSVANGI EHSNAHDAMADVIATI ELMAKKI
VKAAQPKLFDYFFSTMRHNKRKLNTEL IVDIVNMQTPLMHVSGMLGRECRHQY

NTDB id 207998 BSZ04 RS14555 WP 088880664.1 SFKLEHLSVANGIEHSNAHDAMADVIATIEMAKKIKAAQPKLFDYFFSMRNKRKLNELVDIVNMTPLMHVSGMLGRECQY 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!*!!*!!!! !!*!!!! !!!!!!!!!!!!!**!

logo TSWIVP I
VAWHPTNNQNAVITVI

VDLAGKDPQP I
LLELDSAEETLKQAERLYTKRRYDEDELAGPDELLPVPVKLVHLNKCP I LAPAKTLTAENAEQ

NTDB id 207998 BSZ04 RS14555 WP 088880664.1 TSWIVPVAWHPTNNNAVITIDLAKDPQPILELSAEELKERLYTKRDEL.GDLLPVPVKLVHLNKCPILAPAKTLTAENAE 319
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!!!!*!!!!!!*!!!! *!!*!!!!!*!!! !! ! !!!!* **!**! !!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

K
S IG IDREQQCLATHNLANLVI

LRQHPE IREKL IVNTLVFS IQEREFYENKQESDSDVDSTQLYADGFFSPADRAAMDE I IRETTADPETNLAGASLADI ERFVADDK
NTDB id 207998 BSZ04 RS14555 WP 088880664.1 SIGIDRQQCLTNLALLRQHPEIREKLINLFSIEREYEKSDDVDTQLYDGFFSPADRAAMDIIRETDPTNLAALDIEFDDK 399
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus !!!!! !!! *! **!!!!!!!!!!* *!! !!!* !!!*!!! !!!!!!!!!!!*!!! ! ! !!* ! ! !!

logo R I EKPLLFRYRARHYPSHSTLDTDQTEQRRWAAQHCRDEVYFERSNQI
LEEGYMLNLENLVHEHEQASDEPKKI

MAI LKSVYHRYVEKSLACS
NTDB id 207998 BSZ04 RS14555 WP 088880664.1 RIKPLLFRYRARHYSSTLDDQEQRRWAQHCREVFESQIEEYMLNLENLVHEHESDEKKIAILKSVYRYVESLAS 473
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!!!!!!!!!**!! ! !!!!!! !!!* !! **! !!!!!!!!!!!! !*!!*!!!!!!!*!!! !!*

X non conserved

X similar

X ≥ 50% conserved


