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NTDB id 1473 PAKAF RS24000 WP 003094694.1 MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPVAM 80
NTDB id 207996 BSZ04 RS13100 WP 045394388.1 .......MVEDTASVAALYRSYLTPLGIDINIVGTGRDAIDSLKHRIPDLILLDLRLPDMTGMDVLHAVKESNPDVPIIF 73
NTDB id 1157 A1552VC RS03895 WP 001888250.1 .......MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPIVF 73
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 ITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAE.....EAPVDNRLLGESPPMRALRNQIGKLARS 155
NTDB id 207996 BSZ04 RS13100 WP 045394388.1 MTAHGSIDTAVEAMRHGSQDFLIKPCEADRLRVTVNNAIRKATKLKNEADNPGNQNYQGFIGSSQTMQQVYRTIDSAASS 153
NTDB id 1157 A1552VC RS03895 WP 001888250.1 MTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDN.KNQNYQGFIGSSQTMQAVYRTIDSAASS 152
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDE 235
NTDB id 207996 BSZ04 RS13100 WP 045394388.1 KASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAANDRQGAAELADGGTLFLDE 233
NTDB id 1157 A1552VC RS03895 WP 001888250.1 KASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFLDE 232
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 VADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPL 315
NTDB id 207996 BSZ04 RS13100 WP 045394388.1 LCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRERGEDVIE 313
NTDB id 1157 A1552VC RS03895 WP 001888250.1 LCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDVIE 312
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRL......ADAPGASQEGA 389
NTDB id 207996 BSZ04 RS13100 WP 045394388.1 IAYSLLGYMSHEEGKSFVRFSPEVIERFNDYEWPGNVRQLQNVLRNIVVLNSGKEISLDMLPPPLNAPMTKTPMP...RA 390
NTDB id 1157 A1552VC RS03895 WP 001888250.1 IAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSA..PIN...RA 387
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TERKKQSLAIMEQALI EEACDGNIPRAAGTYLDVSPSTIYRKLTQRTWNEQRKTAEVAEKAEQQKEKRAKLEGLRTFRSMRYRLK
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ASLSEIDN......LEDYLEDIERKLIMQALEE.......................TRWNRTAAAQRLGLTFRSMRYRLK 440
NTDB id 207996 BSZ04 RS13100 WP 045394388.1 V...EIESFSASDIIPLWM..TEKSAIEQAIEACDGNIPRAAGYLDVSPSTIYRKLQTWNQTEEQKKA............ 453
NTDB id 1157 A1552VC RS03895 WP 001888250.1 LPLAHENKVSVHEIFPLWM..TEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER.......... 455
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 KLGID 445
NTDB id 207996 BSZ04 RS13100 WP 045394388.1 ..... 453
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..... 455
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