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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 207958 BSZ05 RS08960 WP 006070982.1 MASRGVNKVILVGNLGNDPEIRYMPNGGAVANITIATSESWRDKATGEQREKTEWHRVALFGKLAEVAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
consensus **!!!!**!*!!*!!**!*!!*!*!!*****!!!!*!*!* *!***!*!!!!********!!*!!*!!*!!* !!*

logo EGKQRI
L
K
Q
S
TRKYWQGDKQNDSGI

Q
E
DRTYSATYTDEVIQVGAVQGFYNDGNI

E
V
L
MKQMLDGSGRAQSNGQSEGQNSGGDGFMAGPAMYDEQEGGMYNQGGGGMNQGGSGMWQNQSQAQVAPPAQTNYNQQEGSAGW

Y
S
G
Q

D
Q
R
N
P
Y
A
Q

A
Q
P
Q

NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYG........QS.........QEAYQRPAQQ 135
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYG........QS.........QEAYQRPAQQ 135
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGG.DFG........GNQGSGWNQAPAQTNYNQGGYSDNYAQ 145
NTDB id 207958 BSZ05 RS08960 WP 006070982.1 EGQLQTRKWQDQSGQDRYTTEVVVQGFNGVMQMLGGRQG.G.GAPMQGGMQGGMNQGGGMQQQAPQ....QQGWGQPQQP 154
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG.GMPAQGGMN...........VPAQ....QGSWGQPQQP 144
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NTDB id 1103 NMB RS07590 WP 002212976.1 SRQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 SRQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNNF....NGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 207958 BSZ05 RS08960 WP 006070982.1 VQQP......AQ..Q..KPAQQQPQYNEPPMDFDDDIPF 183
NTDB id 1166 A1552VC RS00795 WP 000168289.1 AKQH......QPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
consensus *** * ** * ** ** !****!!!!!!

X non conserved

X similar

X ≥ 50% conserved


