logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1306
1355
1366

DR RS10060 WP 027479822.1
HI 0298 AAC21962.1
NTHI RS01950 WP 011271972.1

207937 BSZ05 RS04170 WP 173670880.1

1168
1401
1293
1110
1251
1058
1018

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1306
1355
1366

207937 BSZ05 RS04170 WP 173670880.
A1552VC RS11070 WP 000957200.

1168
1401
1293
1110
1251
1058
1018

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1306
1355
1366

207937 BSZ05 RS04170 WP 173670880.
A1552VC RS11070 WP 000957200.

1168
1401
1293
1110
1251
1058
1018

consensus

A1552VC RS11070 WP 000957200.

DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

DR RS10060 WP 027479822.1
HI 0298 AAC21962.1
NTHI RS01950 WP 011271972.1

DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

DR RS10060 WP 027479822.1
HI 0298 AAC21962.1
NTHI RS01950 WP 011271972.1

DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

1

1
1

MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAALR

SIRPQTALNLQAFPFALEGDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGASDA

GRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSM

[eNoNoNoNoloNoNoNoNoNa)

[
(o))
o

[eNoNoNoNoloNoNoNoNol

N
=
o

[eNeoNoNoNoloNoNoNoNol



logo
s DAL= N %g
LRADALRLLAVI 'VDETEXR VIVLITITSD RKR 'DIDAL I RIN\/DL L TR RD 1 XRL YN ‘<I—)<QL

NTDB id 1306 DR RS10060 WP 027479822.1 LRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGR.GEQ.V@EGT-RDQL 320
NTDB id 1355 HI 0298 AAC21962.1 0

NTDB id 1366 NTHI RS01950 WP 01127107 2.1 o ettt e e e e e e e e e e e e e e e e e e ettt e e s 0
NTDB id 207937 BSZ05 RS04170 WP 173670880.1 . . . . . e e e e e TIRP SENRRNANAMIDE . . . 17
NTDB id 1168 A1552VC RS11070 WP 000957200.1 . . .o it e e e e e e e e e e e e e e e NISVARBRNAELESA . . . 17
NTDB id 1401 DSB67 RS12665 WP 010643259.1 . . . e NIRSTMRRNJAGTERE . . . 17
NTDB id 1293 VP RS12240 WP 005479695.1 L e e e e e e e e e e e e NIRSTERBRNKGLESRE . . . 17
NTDB id 1110 NGFG RS09235 WP 003689817 .1 .. e i IRVIANQVNSRV . . . 17
NTDB id 1251 GCO85 RSO7725 WP 011946523.1 . . . . i e e e e i e e e e i e e MA. .LATEEYRLOGEMGQE®VLEKLEDK. . . 25
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ... . e e e e e e e i MS..ALHTSPKF GFFRR.V EKHMSIA . . . 25
NTDB id 1018 ACIAD RS01685 WP 004920473.1 . . . . e e e e e e e e e e e e MS. .AFTTPPKFEGFIRR|RVEEGYMNA . . . 25

consensus * * * ok

logo rSe o \LA E v

REALQVRARECKVKILCEV I TELCFAS ISE%?{&#ET\{K‘IAAKu)éV EXLYE};& (QLA E EUN i = !':QL‘V??YBA
NTDB id 1306 DR RS10060 WP 027479822.1 REALQVQAREGKVKPLGEVITELGFASPDEVDSAMQKQ AQLYEF BDPIQNPP 400
NTDB id 1355 HI 0298 AAC21962.1 e e e e e e e e e IITHRS........ P 24
NTDB id 1366 NTHI RS01950 WP 011271972.1 ... e ittt i e e e iie e e e .. MTSYSBEBRHTQRMTAQNGERITES . . . ... .. 24
NTDB id 207937 BSZ05 RS04170 WP 173670880.1 ... ... ..., EAALYDLSMLS[§CS 69
NTDB id 1168 A1552VC RS11070 WP 000957200.1 . ... . ittt et EQAVMTQVSASETS 69
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ... .. . ... i, EESLEEQVKASEIS 69
NTDB id 1293 VP RS12240 WP 005479695.1 .. e it e e EESLEEQVKASEIS 69
NTDB id 1110 NGFG RS09235 WP 003689817.1 ... .. ittt e AEHYY . NESQA[¢KE 68
NTDB id 1251 GCO85 RSO07725 WP 011946523.1 ... .. . ... i, TKAIELHKLAAAEKIS 7
NTDB id 1058 ABD1 RS01615 WP 001274986.1 .. .. ..t teee e ATMQTABDAAKRAKQDTVAY)SREEVH 7
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ... @ it e e QlMQQA EKAKKFKQD.VPY DNFS 7
consensus * sk kokokok Kk kK kokokok * %
B b D st o

bkt LR L LD TN*QAEE%BM VX6l eobl b B vt
NTDB id 1306 DR RS10060 WP 027479822.1 KE LPA AEKD IR ERY EKGFEKLNK 480
NTDB id 1355 HI 0298 AAC21962.1 SSQIRKEIRBQQRTPNQMQVE. . . 101
NTDB id 1366 NTHI RS01950 WP 011271972.1 SSQIKEISEQQTPHOMQVE. . . 101
NTDB id 207937 BSZ05 RS04170 WP 173670880.1 R QEHLSIMANHQDISN A ApRRK EGQEQWSQQ 149
NTDB id 1168 A1552VC RS11070 WP 000957200.1 QUAMLAISABHRAIMQAAMRR RSIQGAANQ 149
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ABFREINT AANIRR/ RSLGQEKSG 149
NTDB id 1293 VP RS12240 WP 005479695.1 ABFREIRST ANIRR/ RSLSHEKSG 149
NTDB id 1110 NGFG RS09235 WP 003689817.1 DDQI®AGIHEDWMGSRSTSL. .LQ 146
NTDB id 1251 GC085 RS07725 WP 011946523.1 TN LApDP KQA NTHA TDKISAIRIDNIBLTAKESQGLSE 157
NTDB id 1058 ABD1 RS01615 WP 001274986.1 N INLIRVE]Y HHKISEKNSBG QHEBEESSFDFND 157
NTDB id 1018 ACIAD RS01685 WP 004920473.1 BLFLKDKIDEK)BIQENIR I M8V HR]H VIR T S0 E NS KI#K|#2P HDKIMER|BBRSEHBVEETHFNFDT 157

consensus * % % *x kk kx| x kkokk  kokkokk ok ckkkkk kkok okk  kokx * % * %



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1306 DR RS10060 WP 027479822.1
1355 HI 0298 AAC21962.1
1366 NTHI RS01950 WP 011271972.1

207937 BSZ05 RS04170 WP 173670880.
A1552VC RS11070 WP 000957200.

1168
1401
1293
1110
1251
1058
1018

DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1306 DR RS10060 WP 027479822.1
1355 HI 0298 AAC21962.1
1366 NTHI RS01950 WP 011271972.1

207937 BSZ05 RS04170 WP 173670880.
A1552VC RS11070 WP 000957200.

1168
1401
1293
1110
1251
1058
1018

DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1306 DR RS10060 WP 027479822.1
1355 HI 0298 AAC21962.1
1366 NTHI RS01950 WP 011271972.1

207937 BSZ05 RS04170 WP 173670880.
A1552VC RS11070 WP 000957200.

1168
1401
1293
1110
1251
1058
1018

DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

consensus

1
1

1
1

1
1

FKEcpmoel vt EoB otk B VRN .EDAV&JSD

ELA. ... ... ERNKTQQSQ ABLSVADES ABNQV
.............. QEKFYQHQ
.............. QUKFYQHQ

TKE. .LTSHEMANL Q NESELEHYBELMLINSIEAYSE)
GKE..ISQDEMANLMKMSDDELQSIEDLSQPSIAYSI
LKE..INQDEMAGLMBMGEDEIENIEDLSQRESIASIH
LKE. .INQEEMASLEBMGADEIDNIEDLSQRESIAYSIH
EL......... GEGQEEEESHTLY IBNEEAENGIEAPI)
YVEDSGDLEGHEISAB.DEDQDIPTATSVTIINA
E...EFD...DVNBBGPTAQEDEE APQGD Np
E...ELD...MDVE PHTTDDD DKLKD N\p

*

sakieheAfiutand)

KGAAQQ NMARLK
KIFANZSRT SIS
KIFANRSET SN
IQIMSREANSEN:ANY
SHIRSRIAHALN:S
SH|RSRIARS N

WBSILMMRLMAR
TANMRGQI®ASH
ESILENR (INAR
IANLEWRLEY- RLK

RN EWNR LI RLK
* ok x|

el R

MLAL A BRPEGM L
Y LEA MRPQGMIL

* % %

it (R

& LDI ERR PQDGR FK..

L KLDISEN
L KLDI
LSKLDI ERRLPQDGRIKL

LSKLDI
S LDISE R
SHLDISERR PQDGEgK K

PQDGRIKLK

PQDGRIKLK

* % DU T skokok ok ok ok ok ok

MHELNRYRM

TGPTGSGK
TGPTGSGK
TGPTGSGKTVSLYEGLI

NEIER

TGPTGSGKTVSLYTGL
TGPTGSGKTVSLYTGL

THEEQE|DYEIZASRAT IINRLE E S
THEEQEDYEIZASRAL IINRE E ST

ok okok ok ok ok ok kok | ok k

35 AT e RO ol

L KLDISEJRLPQDGRIgNIKE N

RLPQDGRIFNIKE 138
ERRLPQDGRIKLK |3
BNy A TDIRVSTLPTL
LSKLDI ERRLPQDGRIKLK ["R
ERRLPQDGRIKLK R
PQDGR [MLEEN (€3 DFRVSTLPTL

A

SLYT L |YLNTP
SLYT L [YLNTP
LNTP

RIS

R| AALQDASDIHIETT.DAV D AREQN SF
WQPQPLIS
WQPQPLIS

INQ L DA
INQIL DA
INQIL DA

RKGASDIHFEPYERYR RIMREDG
RKGASDIHFEPYEQUYRVRIBREDG
RKGASDIHFEPYE[SUYRVRBREDG
REGASDIHFEZYEENAR

RNGASDIHFEPYERIYR R
RIUGASD HFEPYEI$JYRVR
RUGASD HFEPYEESYRVR
PEboe b Dok *k %k |

SKKASDIHFEPYEHQYR RI DG
L

Ys,

|D.-

A

Sl DFR STLPT}l
Shpy DFR STLPTI
FEARDIRVSTLPT
PENATDRIRVSTLPTL
PDMVATDIRVSTLPTL

FUlLxexl sl

oo IR bl HRY

IQ:ITNITAEDP ETIRLBGIMOSQ NPNIGLWEFNARLR FLRQD
NGITIWITAEDP EIIRLINGIMQOEQ NPWNIGLWF IA4LR FLRQD

ILN4P MNISTAEDPVEIMLIQGINQVQV PKIGIA&FAMALRSFLRQD

TGPTGSGKTVSLYTGL ILNJSP MNISTAEDPVEINLBGINQVQV PKIGjeFAMALRSFLRQD

TGPTGSGKTVSLYT[@L ILNTERYNI TAEDPREINLIFGINQV VNBKEGLWFAMAL SFLRQD
TGPTGSGKTV LYT L ILNTM \YNISTAEDPVEIJY IZGINQV  NPKJA

GLpF MALRSFLRQD

549
167
167
227
227
227
227
217
236
231
231

627
246
246
306
306
306
306
297
315
310
310

707
326
326
386
386
386
386
377
395
390
390



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1306
1355
1366

DR RS10060 WP 027479822.1
HI 0298 AAC21962.1
NTHI RS01950 WP 011271972.1

207937 BSZ05 RS04170 WP 173670880.1

1168
1401
1293
1110
1251
1058
1018

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1306
1355
1366

207937 BSZ05 RS04170 WP 173670880.
A1552VC RS11070 WP 000957200.

1168
1401
1293
1110
1251
1058
1018

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1306
1355
1366

207937 BSZ05 RS04170 WP 173670880.
A1552VC RS11070 WP 000957200.

1168
1401
1293
1110
1251
1058
1018

consensus

A1552VC RS11070 WP 000957200.

DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

DR RS10060 WP 027479822.1
HI 0298 AAC21962.1
NTHI RS01950 WP 011271972.1

DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

DR RS10060 WP 027479822.1
HI 0298 AAC21962.1
NTHI RS01950 WP 011271972.1

DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

1

1
1

1
1

D VEHLETe

INAAMTGH VL TLHTN|BAJZEF:
AAQTGHLVLSTLHTNYARY:A
AAQTGHLVLSTLHTNYANRY

MVGEIRDL TAETIA KAAQTGHLVLSTLHTNSAJRET
MVGEIRDLETAETA KAAQTGHLVLSTLHTNSARET
MVGEIRDL TAETIAIKA QTGHLVLSTLHTNSARET
MVGEIRDL TAETAIKA QTGHLVLSTLHTNSARET

PD

PD
PD

YTgQggﬁgigﬁIg

POSE S5
ADPEVERREEISERDHR . . GANLMRGT[EPR
.......................... ANSC

LPKDLERSEDISSCQRI. . . . YKANT
PSALLQSQFEFQPNEML. . . .

PNSQLQH.REIANTEQI. . . .
HTVQLQH.BEIQTTHNI . . .
PSASAKEREFTDEMMAK . DWKLYRA
FTNQGRIEMEFKEADMY . . NLKLYKA
IPKQSMLEMEF TEQMMAHPDFRVFQP
VPERSLLE

GFTPED AQPEFQIFEP
* *

SR Ver

887
464
464
563
562
561
561
558
574
570
570

X non conserved
B similar
i >50% conserved

.QFA. arEONAK I B kg Y R Y£ LS

AT STl el st ARLOR 5

RLEJNMGV|® FN ASSL

RLEINMGV]® FN ASSL

R IMNMGVERYFNIASS
MRL\YNMG g FNIASS

IR LIANMGVIREFN ASSL
I
I

RLIANMGVly FNIA S L TAQRLARRLCS[NCK]

RLIANMGVEN FNIA S ML IAQRLARRLCS[NCKI

* Dk kxlx %

GRENG ' YEVMIZESSIOE « (NEAUT
GR G
GR GIYEVMIQNNYE Bl@iI
GR GIYEVMSNNZE RY@iT
IR

IAULPMTK|2ARG QLJE

*x % *

%k %k %k %k Xk %k k %

S K.

R/\x Eri

I.Q

ISR

T?EELSEM \%AN%EE@A; ar F“NL%
DSMRRTIGAGRP A AR DL GESELRERT

SIQBEEV!
SIHQMER|
SVHEBEK
SVHEMEK
TEVGMLD
NSLBMLKIAQ .
NALENAAABE .
NALEMAATIAE .
* * ok

786
404
404
465
465
465
465
457
475
469
469

864
439
439
539
539
538
538
535
551
547
547



