logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

125
279
238
204
169
537
509

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

125
279
238
204
169
537
509

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

125
279
238
204
169
537
509

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

125
279
238
204
169
537
509

consensus

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1
SPR RS00140 WP 074017595.1
SP RS00155 WP 074017595.1

SMSK321 RS07120 WP 080550752.
SM12261 RS00130 WP 078228442.

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1
SPR RS00140 WP 074017595.1
SP RS00155 WP 074017595.1

SMSK321 RS07120 WP 080550752.
SM12261 RS00130 WP 078228442.

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1
SPR RS00140 WP 074017595.1
SP RS00155 WP 074017595.1

SMSK321 RS07120 WP 080550752.
SM12261 RS00130 WP 078228442.

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1
SPR RS00140 WP 074017595.1
SP RS00155 WP 074017595.1

SMSK321 RS07120 WP 080550752.
SM12261 RS00130 WP 078228442.

=

ARATEY O RALR S SSERRUEMNGLTE TR RARTSIMRIE EEFRL

(CI0) = GOl NIM\AM T KK AP ANRIABESHS VQTVQ)e3SPET SEEMS EEPI VNGNS L Gl AN
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGERMKTKPMKLAEVTSINVNRTKTEMEEFNRVLG
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGERMMKTKPMKLAEVTSINVNRTKTEMEEFNRVLG
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGERMMKTKPMKLAEVTSINVNRTKTEMEEFNRVLG
MAKKKATFVCOQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMMKTKPMKLAEVTSINVNRTKTEMEEFNRVLG
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGERMMKTKPMKLAEVTSINVNRTKTEMEEFNRVLG

MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFNRVLG
N 1 [ I 1 I RN

T AL e

GGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERIQPDF
GGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVRGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERIQPDF
GGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERIQPDF
GGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERIQPDF
GGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERIQPDF
GGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVR

GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRISEVERIQPDF
N

J— SR I L

LSBT T ARG

DSIQT MM I BENYGSVSQVRE[GTAELM|S AKTIQEIIYIFIVGHVTKEG AGPRIMLEHMVDTVLYFEGERHHTFRILRAVK
LIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVK
LIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVK
LIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVK
LIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVK
LIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVK
LIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVK

RESTE s T T RS

TAS
NREGSTNE GIFEMPARAGLWEVLNPS FLEERBEIG EGSSIpg\ MEGTRPILIE QAL PTRJFGNIY RW¥NTG DEINREYSL MA
NRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMA
NRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMA

NRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMA

NRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMA
NRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMA
NRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMA

170
166
166
166
166
166
166

255
251
251
251
251
251
251

340
336
336
336
336
336
336



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

125
279
238
204
169
537
509

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

125
279
238
204
169
537
509

consensus

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1
SPR RS00140 WP 074017595.1
SP RS00155 WP 074017595.1

SMSK321 RS07120 WP 080550752.
SM12261 RS00130 WP 078228442.

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1
SPR RS00140 WP 074017595.1
SP RS00155 WP 074017595.1

SMSK321 RS07120 WP 080550752.
SM12261 RS00130 WP 078228442.

R ORTRYAGA WL A DLAA AR T E M EL LT R F

VLEKRJIGLLLQNQDAYLKNJAGGVKLDEPAIDLA |y TIASS DpP|gNPid CF GE GLTGE RRVBRIEQR |WEAAKLGF]Y

!

VLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIY
VLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIY

VLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIY
VLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIY
VLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIY

VLEKRAGLLLQNQDAYLKSAGGVKLDEPATIDLAVAVATASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKTIY]
N N I

TR

VPKNSLTGITLPKEIQVIGVTTIQEVLKKVFAR 453
VPKNSLTGITLPKEIQVIGVTTIQEVLKKVEAR 453
VPKNSLTGITLPKEIQVIGVTTIQEVLKKVEFAR 453
VPKNSLTGITLPKEIQVIGVTTIQEVLKKVEAR 453
453
453

VHRLT L AE

11 AAN

(28

K non conserved
B similar
>50% conserved

425
421
421
421
421
421
421



