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NTDB id 207873 BST98 RS12365 WP 109375286.1 LKGLQPTFQTISTQA.QQLKQDQEVVPVAFADFNLGGNNQSEQAWFAAPIIQQGYLHSYVFFQLDINKIATLLADKPQNG 268
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NTDB id 207873 BST98 RS12365 WP 109375286.1 QTVQTLLVGQDHHMRLPNSGDLPQQLISPAINQALAGKTGVGSLLNYNNIAVLSAFTPIKIFNHTWALVVELPEKEAFAR 348
NTDB id 1143 A1552VC RS01965 WP 001883436.1 PSMQTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFAR 397
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NTDB id 207873 BST98 RS12365 WP 109375286.1 IHQLEKIFFAAMLTAIVLVILAALWLSNSITAPLLRLTWASERVSAGDLEQKIEGTERKDEIGRLATSFARMQCSIREKM 428
NTDB id 1143 A1552VC RS01965 WP 001883436.1 VRQLEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKI 477
consensus **!!!!*! !!!!!!!!!**! **!!! !! !!!*!!!! !!!!!!!!* * !!!!!!!!!!! !! !!!*!!!!!*

logo SL IKSKSQNKQELEKSNI
L
H
L
I
V IKRKQQNDDELQLTADNKLKDEFLATTSHELRTPLHGMIG IAEASL ILASGANGP I

M
Q
S
A
GAHQKRRYQLDE I

M
I
L INSSGQ

NTDB id 207873 BST98 RS12365 WP 109375286.1 SLISKQNQELEKNIHVIKQQNDDLQTADKLKDEFLATTSHELRTPLHGMIGIAESLLAGANGPMQGAQRRQLEMLINSGQ 508
NTDB id 1143 A1552VC RS01965 WP 001883436.1 SLIKSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQ 557
consensus !!! !! !!! !***!* !!!*!! ! !!!!!!!!!!!!!!!!!!!!!!!!!! !* !!!!!* *!** !!***! !!!



logo RLATNTLVDDLLDYHKMRYGADLDIDQKRCHAVDLASSATVRLVLELSGHHLLGKTKPTLVR I INQI
V
P
S
A
E
D
Q
L
P
P
V
L
WVQSADEPQRLEQVLYNL IVGNA

NTDB id 207873 BST98 RS12365 WP 109375286.1 RLTNLVDDLLDYHKMRYGDLDIDKHAVDLASAVRLVLELSGHLLGTKPVRIINQIPADLPLVQADEQRLEQVLYNLVGNA 588
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NTDB id 207873 BST98 RS12365 WP 109375286.1 IKYTSEGKIVLSATVLENQVRIQVVDTGQGIPAEQLEHIFEPLVQANTNHANYRQGAGLGLTISRQLLELMGGRLYVSSQ 668
NTDB id 1143 A1552VC RS01965 WP 001883436.1 IKYTSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQ 717
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NTDB id 207873 BST98 RS12365 WP 109375286.1 PMVGTTFSFTLNIASDEQIRQSHDHGKIHHFQAP.LCDATPIEMANLPENLNGELLLVVDDEPVNLQILNNFLRLEGYRV 747
NTDB id 1143 A1552VC RS01965 WP 001883436.1 PMVGTTFSFTLPLASEEEIAQARLT.ELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRV 796
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NTDB id 207873 BST98 RS12365 WP 109375286.1 LTAESGKQALELVQSHKPALILLDIMMPEMSGYEVCSQLRQQYTPLELPIMMLSALGQVKDRVKGFECGANDYLTKPFNK 827
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NTDB id 207873 BST98 RS12365 WP 109375286.1 EELTARIKAHLQAGKTEFEREKNRQLAQEIQQRKQVELSLLETQTRLLGLLESTTEAILCIQNSGRIRYANDAAAKLFKR 907
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QELAARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRR 956
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NTDB id 207873 BST98 RS12365 WP 109375286.1 TPEQLERHSIDELLLTHLPDELQNNHHYSGSLCFKIGEQQQNLATDILNLPEESGLKQMFIFGNSGPSPQQRVQMLEEAI 987
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TPEQLKRSNAEELIAPKFLN..IEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAV 1034
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NTDB id 207873 BST98 RS12365 WP 109375286.1 DVLSSYAFDGDKDNLQQLRELGGEFTRLADKLGNDAPNKQDILRELLVDAMRTTLEVWEQDTKKTKFDLAEESGLWRVYL 1067
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NTDB id 207873 BST98 RS12365 WP 109375286.1 DRSTLQTRTLDKYLHVETLPKTPRWRTVISTIDYVLDKGSAQNIQHQQLSQMRDKLQNLLRAS 1130
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DRSTLQTRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
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