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NTDB id 207781 BSR55 RS01895 WP 100884412.1 MPNTIVTPQTIYRVQVAVPVYLNDCFDYQVSAEQYAQAEIGARVAVSFGRQNLVGVIVKKIPIDEPIDSHFKLKAITELL 80
NTDB id 1072 ABD1 RS01805 WP 000156662.1 MTITPKPDSVVYRVRVAVPVHLYDTFDYTLTQAQYERAHVGSRVAISFGRQNLIGIITEKVDPSESFTGTFQLKAISDLL 80
consensus !* !* ** *!!! !!!!!*! !*!!! ** !! !**! !!!*!!!!!!!*!*! !*** !* *! !!!!**!!
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NTDB id 207781 BSR55 RS01895 WP 100884412.1 DNHAILDSKVLNLLTWSSQYYQFPIGEVIQTALPTLLRQGKPYDLLARVWKVIDLN.AEDKVKRSEKQQDAYKILKLHPK 159
NTDB id 1072 ABD1 RS01805 WP 000156662.1 DEQPILDEQVLSLLTWSAQYYQFPIGEVMQTALPALLRQGKPMDVLFHLWKITPCDNVEALLKRSGKQQDAYQILKLHPA 160
consensus ! **!!! !! !!!!! !!!!!!!!!!*!!!!! !!!!!!! !*! **!!* ** * ! *!!! !!!!!! !!!!!!
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NTDB id 207781 BSR55 RS01895 WP 100884412.1 GTQENILNLSGIETATLKVLEKKAIIQFALEPQNTQPEPVQLAQLPLTPNEDQKKAIQTILKALKKYQAFLLDGLTGSGK 239
NTDB id 1072 ABD1 RS01805 WP 000156662.1 GTTENILNLSGVETATLKALQKKGLVDCTLEPHDFSPSPVQLAQMPLTLNEDQKKATQYVVNAQHQYQAFLLDGLTGSGK 240
consensus !! !!!!!!!!*!!!!!! ! !!*** * !!!* ! !!!!!!*!!!*!!!!!!! ! ** ! * !!!!!!!!!!!!!!
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NTDB id 207781 BSR55 RS01895 WP 100884412.1 TEVYLQVMHEVLKQGKQVLVLVPEIGLTPQTISRFQSRFHCNIALLHSGLNDSKRLQAWQHAQTGKASIILGTRSAIYTP 319
NTDB id 1072 ABD1 RS01805 WP 000156662.1 TEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTISRFKSRFNCDIALLHSGLNDSKRLQAWQQAQTGKASIILGTRSAIYTP 320
consensus !!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!*! !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!
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NTDB id 207781 BSR55 RS01895 WP 100884412.1 LPNLGLIILDEEHDLSFKQQEGFRYHARDVALYRAHLENCPIILGSATPSIESYYLARQEKLTRIELNQRAGVALMPKMH 399
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPRLGLIILDEEHDLSYKQQEGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYHLVETGKLTALQLNQRAGHALLPKMH 400
consensus !! !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!*!! !!**!!!!!!!!*!!*! !!! * !!!!!!*!!*!!!!
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NTDB id 207781 BSR55 RS01895 WP 100884412.1 LIDLKVAKKQHGLSDVLIEEIKKRLDKKEQVLIFLNRRGYAPVLICESCGWQANCPNCDAHFTLHLKPYQHLHCHHCGTI 479
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LIDLKIVKKQHGISQPLIEQIKNTLARKEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYSYLHCHHCGTV 480
consensus !!!!!* !!!!!*! *!!! !! ! *!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!!!!! !! *!!!!!!!!*
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NTDB id 207781 BSR55 RS01895 WP 100884412.1 NRLPDACPQCNQQQLKPIGMGTAKVEETLTELFPNFPVLRVDRDSTSRVGSWQKIYDQIQKSEPTILLGTQMLAKGHHFP 559
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HRLPDHCPECQQKSLKTLGAGTAKVEEHLQELFPDHDVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKGHHFP 560
consensus *!!!!*!! !*! !!**! !!!!!!!*! !!!! **!*!!!!!!!!!!!!!!!!!! !! !*!!!!!!!!!!!!!!!
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NTDB id 207781 BSR55 RS01895 WP 100884412.1 YVTLVAILDIDAGLLSVDFRATERTAQLIIQVAGRAGRGENKGEVYLQTLRPDHPLLNTLIHNDYRTFAKQTLKDRQAAL 639
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGEHKGHVYLQTLRPDHPLLTTLIEKDYRAVAKQTLAERKVAL 640
consensus *!!!!!!!!!!!!!!!!! !!*!!!!!!!*!!!!!!!!!!*!!*!!!!!!!!!!!!! !!!* !!! !!!!! *! !!

logo LPPFYRYASVL IRACESKDHQRDEEYNTLHKFLNTEAMATEQLQLRQI
M
A
S
EG
P
D
H
I
L
I
VDIWGP IPAPMERKAGRYQRAHMVVI

LLSAQDRAKRLMHFYLVHRQWWA
NTDB id 207781 BSR55 RS01895 WP 100884412.1 LPPFRYASLIRCESKHQEENLKFLTEMTQLLRQMSEPHLIDIWGPIPAPMERKAGRYQAHVVLLSQDRAKMHFYVHQWWA 719
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPPYRYAVLIRAESKDRDYTLHFLNEAAEQLRQIA.GDIVDIWGPIPAPMERKAGRYRAHMVILSADRARLHFYLRQWWA 719
consensus !!!*!!! !!!*!!!* * !*!! ! !!!* *****!!!!!!!!!!!!!!!!! !!*!*!! !!!**!!!**!!!!

logo QLLVHQAQKPRPQHSQTLMKRLVSTIDVDPQEFLS
NTDB id 207781 BSR55 RS01895 WP 100884412.1 QLLQQK.PSTMKVTIDVDPQELS 741
NTDB id 1072 ABD1 RS01805 WP 000156662.1 QLVHAPRQHQLRLSIDVDPQEFS 742
consensus !!** **** ****!!!!!!! !
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