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NTDB id 1193 PAKAF RS26665 WP 003161249.1 ...............MNSGLSRLGIALLAAM.FAPALLAADLEKLDVAALPGDRVELKLQFDEPVAAPRGYTIEQPARIA 64
NTDB id 207780 BSR55 RS01655 WP 058971043.1 MKKSLKNILIGDGKFMNSQLRQFTMATVAIAITQVAAAQTTMTNIVPMKIPGQGTEIRVMFNGLPPQPQAYQLDNPSRLV 80
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ...............MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPPQPQAYQLEQPARLI 65
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ...............MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLI 65
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ...............MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLI 65
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 LDLPGVQNKLGTKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAP 144
NTDB id 207780 BSR55 RS01655 WP 058971043.1 LDFDNAKQNISQASIPVASEEASTVDVAADDQRSRLTVNLKNSGAFTTRVEGNTFILKINNANQAP............SL 148
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LDFDKAGQKLAKSLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTA............TP 133
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LDFDKAQQGLKQSKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSN............KP 133
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LDFDKAQQGLKQSKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSN............KP 133
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 ASYAQPIKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPV 224
NTDB id 207780 BSR55 RS01655 WP 058971043.1 PSYVSSTVS....KQNQGIADIGFQRGNAGEGQVIVSLSGANTPVDVQQQGSKVVIRTLGNKIPTHLLRRLNVNDFATPV 224
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ...VATSAP....APQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPV 206
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ...LPVVS.....AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPV 205
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ...LPVVS.....AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPV 205
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LSLNDFQDIDEVRSRVLQL ILADFT
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QFVNASAQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFT 304
NTDB id 207780 BSR55 RS01655 WP 058971043.1 SSVDAYNDGSNGVITIQSSGSYEYMAFQAENKLTVSLKRPAENK.VARPSSSQSYTGKKISLDFQDIEVRRVLQLLADFT 303
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ASIDSYNDGSNGVISIQSTGSYEYMAYQAENKLTISLKRPQDNV.RLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFT 285
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFT 284
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFT 284
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 DLNLVASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQV 384
NTDB id 207780 BSR55 RS01655 WP 058971043.1 GINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGSVIWIAPVTELIKAEEDEAKALAQSVKLAPIQTEYIQL 383
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NINMVTADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILL 365
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQL 364
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQL 364
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 NYAKAADIAKLFQSVTSDGGQEGK..........................EGGRGSITVDDRTNSIIAYQPQERLDELRR 438
NTDB id 207780 BSR55 RS01655 WP 058971043.1 NYTKVADVLKLLEDSRNPKGAEANR.............TTNTESLALESLLSLRGSAVADTRTNTLIINDTANNIDKIRK 450
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KYAKAADIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRK 436
NTDB id 1052 ABD1 RS15850 WP 001017033.1 KYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRK 444
NTDB id 1039 H0N27 RS01460 WP 031993779.1 KYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRK 444
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 IVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGNWSG....YGKDGN.IGIKDEDGMNCGPIAGSCTFPTTGT 513
NTDB id 207780 BSR55 RS01655 WP 058971043.1 MIDLLDVSIKQVMVEARIVRATTDFTKEMGVKWGILSQGINKNNDLLVGGSDQTLWDLRTPD...DD.....GKYTI... 519
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPD...SN.....GTYTI... 505
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKYTI... 518
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKYTI... 518
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 SKSPSPFVDLGAKDA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA. 590
NTDB id 207780 BSR55 RS01655 WP 058971043.1 TRPDNLNVDLGVTTTGASKIAFGLISMSDFMLDLELSALQSDGYGEVISTPKVMTADKQKAKVSSGQQIPYQTTQTAGGA 599
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ERPDNLNVDLGVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAG 585
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAG 597
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAG 597
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 ..TSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSV 668
NTDB id 207780 BSR55 RS01655 WP 058971043.1 ATATTSFKDALLSLDVTPSITPDGKVQMQLNITSDSPAG.TAPNGEIILNKNEVNTNVLVDNGETVVLGGIFEQETKSSQ 678
NTDB id 1009 ACIAD RS15175 WP 004923730.1 STATTSFKEALLSLEVTPNITPDGKILMELNIANDSINS.YAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAV 664
NTDB id 1052 ABD1 RS15850 WP 001017033.1 STATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQ 676
NTDB id 1039 H0N27 RS01460 WP 031993779.1 STATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQ 676
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 EKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR 714
NTDB id 207780 BSR55 RS01655 WP 058971043.1 TKVPFLGDIPYLGRLFRKDLKSDNKRELLIFVTPRIVNDSRTRNH. 723
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH. 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
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