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M KTI INAGSSSLKWQLYLMPEEKVLAKGLIERIGIRYWD ISTVKF Giaqy MLIN HINAVKILLDDLI JPDIIK YDEITG
MSKTISINAGSSSLKWQLYLMPEEKVLAKGLIERIGKDDAISTVKFNGQEASETLAIKDHTAAVKILLDDLIHLDIIKSYDEITG
MSKTISINAGSSSLKWQLYLMPEEKVLAKGLIERIGKDDAISTVKFNGQEASETLAIKDHTAAVKILLDDLIHLDIIKSYDEITG
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VGHRVVAGGIAYF|SESEy V [¢ V IRKVEEL LLAPLHNJJANAAG RAFKI} LPDITSVVVFDT FHT MPEAYRYPLPHKY TE
VGHRVVAGGTYFNESALVDSEEVIKKVEELALLAPLHNKANAAGIRAFKKILPDITSVVVFDTAFHTTMPEVAYRYPLPNKYFTE
VGHRVVAGGTYFNESALVDSEEVIKKVEELALLAPLHNKANAAGIRAFKKILPDITSVVVFDTAFHTTMPEVAYRYPLPNKYFTE
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NIWVRKYGAHGTSH|N VA[EAAK L|¢ P EPJLKLIT[QHMGNG[§S TAV]Q GKSVDTSMGFTPLGG MMGTRTGD DPA IPYLM[A}Y
NQVRKYGAHGTSHYYVAHEAAKILEKPIEKLKLITVHMGNGVSLTAVDGGKSVDTSMGFTPLGGVMMGTRTGDLDPAVIPYLMDN
NQVRKYGAHGTSHYYVAHEAAKILEKPIEKLKLITVHMGNGVSLTAVDGGKSVDTSMGFTPLGGVMMGTRTGDLDPAVIPYLMDN

TEDPTPED RO AMEOCLLCh s et ol A R AT DA VA

TEDFNTPEDIFR [MNJHESGLLG SEMYSEIDMR IEAA|AIRGN |¥A LAYjAM DRIWNKHIGYIMAVIENGEADAIVFTAG GENEY¥I3
TEDFKTPEDIRRIFNNESGLLGISELSNDMREIEAATAAGNKNATLAYNMFIDRIIKHIGAYAAVMNGVDAIVFTAGIGENDAHI
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R IEIESWIRGEOD DIEKNUERREVENGIYIS |@AAK  VLVIPTDEELVIARDVERLK)ES 396
RSEIMKHFDWLGADIVTEKNEKRPVYGVISSNAAKVKVLVIPTDEELVIARDVERLKTK 399
RSEIMKHFDWLGADIVTEKNEKRPVYGVISSNAAKVKVLVIPTDEELVIARDVERLKTK 399
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