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IASSGTKGKRFMLPNAEYLIHQPMGGTGQGTQQTDMAIVAEQLLKTRKR
IASSGWKGKRFMLPNAEYWMIHQPMGGTGNGTQQTDMA I\YAENL LK TREE
TASSGEKGKRFMLPNAEYMIHQPMGGAGRGTQQTDMAIjAENLLK TRISH
IASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRIRY
IASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRRRY
IASSGIKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLK TRIMN
I1ASSGAKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHL LK TRAM
I1ASSGIKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLK TRIM
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TASSGRKGKRFMLPNAEY@MIHQPMGGTGGGTQQ DMATAAEMLLKTRISY
IASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRZE
IASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLK TRjHY
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