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NTDB id 1131 NGFG RS05740 WP 003695064.1 MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRIQSRKY 85
NTDB id 624 LCA RS00040 WP 011373726.1 .MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDR..EADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTRNY 82
NTDB id 20729 AYT26 RS20305 WP 010900173.1 .MLNRVVLVGRLTRDPELRYTPNGVAVANFTLAVNRPFSNQQGER..EADFINCVVWRKQAENVANYLKKGSLAGVDGRIQTRSY 82
NTDB id 113 BSU 40900 NP 391970.1 .MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGER..EADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTRNY 82
NTDB id 112 BSU 36310 NP 391512.2 .MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEI..EADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTRSY 82
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NTDB id 1131 NGFG RS05740 WP 003695064.1 QGKDGIERTAYDIVANEMKMLGGRNENS.GGAPYDEGYGQSQEAYQRPAQQSRQPAPDAPSHPQE...APAAPR..RQP.VPAAA 163
NTDB id 624 LCA RS00040 WP 011373726.1 ENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGD......GASQNFNSN..QSNGSQQSGFTSPQQTGNAPAANNTQADPFANNGQ 159
NTDB id 20729 AYT26 RS20305 WP 010900173.1 DNNEGRRVFVTEVMAESVQFLEPRGSQSQGGS........NVDNFGGG..SPNNPMGGNDFGQQSGGSGRQSGGFSEDPFANDGK 157
NTDB id 113 BSU 40900 NP 391970.1 ENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGGGQYFGGG..QNDNPFGGNQNNQR....RNQGNSFNDDPFANDGK 161
NTDB id 112 BSU 36310 NP 391512.2 ENEEGVNVYVTEVLADTVRFMDPKPREKAAD...................................................... 113
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NTDB id 1131 NGFG RS05740 WP 003695064.1 PVEDIDDDIPF 174
NTDB id 624 LCA RS00040 WP 011373726.1 AIDISDDDLPF 170
NTDB id 20729 AYT26 RS20305 WP 010900173.1 PIDISDDDLPF 168
NTDB id 113 BSU 40900 NP 391970.1 PIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ........... 113
consensus ***********

X non conserved

X similar

X ≥ 50% conserved


