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NTDB id 1272 LPP RS04360 WP 010946546.1 MKARLIA.....ILLSF...IVIPFSSQ......................AENEPQKTPAKQVLVKGKINLNTADVYSLT 50
NTDB id 1249 GCO85 RS04230 WP 010946546.1 MKARLIA.....ILLSF...IVIPFSSQ......................AENEPQKTPAKQVLVKGKINLNTADVYSLT 50
NTDB id 1014 ACIAD RS13855 WP 004924483.1 MSIRHFFTFFWATLLTL.FSMQIVFAQGFDQQYDAWKTQQKAHDTRLNSSASHHSLSKPTQQSGTGVKVNINSATAKEL. 78
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ..MKKLSR.YTFSLLFG.LFSATTFAEE....KVT...TSTEHT......PVVMQQ.VAATQKVNANVVNINTATASEIQ 62
NTDB id 1362 HI 1008 AAC22669.1 ..MKTL...FTSVVLCGALVVSSSFAEE....KAT...XQTAQS......VVTTQAEAQVAPAVVSDKLNINTATASEIQ 62
NTDB id 207184 BOQ57 RS18230 WP 044800705.1 MNYKTLT..ATLLLSCLPLLSQPLLAAD....KPV...AKPATT......VT......AAKE...SGKVNLNTANINEL. 55
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTKIV.TLFLSLCLPTLPLLANAEE....TA................PA......AQVEEGIVITVNINTASAEELA 53
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTKIV.TLFLSLCLPTLPLLANAEE....TA................PA......AQVEEGIVITVNINTASAEELA 53
NTDB id 1294 VP RS04495 WP 021449594.1 .......M.KWILTLCLVVFAPLSLAA......D................TK......ADKYEGIEITVNINTASAEEIA 44
NTDB id 1395 DSB67 RS04445 WP 010649155.1 .......M.KWMLTLCLLILAPMSWAE.....TK................TK......ADKYEGIEITVNVNSATAQEIA 45
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