
logo MLAVELS IKNQFAI I EEQLTVSFDEKRGLTVLTGETGAGKS I I IDA IGSLLLVGGRGSASEFYVRYGEAKKRAE I
LEGLF ILLEPSGKHPAVFLAGKVACAEAELQGI

NTDB id 20711 AYT26 RS13975 WP 010898924.1 MLVELSIKQFAIIEQLTVSFDKGLTVLTGETGAGKSIIIDAIGLLLGGRGSAEYVRYGEKRAEIEGLFILEPKHPAFAKAEALGI 85
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVCAEQGI 85
consensus !! !!!!!*!!!!! !!!!!**!!!!!!!!!!!!!!!!!!!! !!*!!!!! !*!!!!! *!!*!!!!*!!* !! * * !!
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NTDB id 20711 AYT26 RS13975 WP 010898924.1 QADDGMIVLRRDVTNQGKSICRINGKLVTLGILREIGQSLVDIHGQHEHQTLLHKEQHLSLLDHFAGPPLETVLDEYKELYKQYL 170
NTDB id 352 BSU 24240 NP 390304.2 DVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALKTYQEGYQRYV 170
consensus ! !!!*!!!** !!!*!!*!!!!!!** !!!!! !*!!!!!!**! !** !*!! !!!*!!!***!* ! ! ! ! !*

logo

A
KLELKRKQLAKQLSTENSEKQEMAHQKRLTDLFIQFYQLEKE I EASAKNLELPGNEDEKQRLEQAEERLQKQI

L
A
SNAFEKI

L
F
Y
E
KSLVHQDNAYNANLRYGSEGQGRGLDEWI

V
G
N
M
NALSATHQI

LE
NTDB id 20711 AYT26 RS13975 WP 010898924.1 ALERQLAQLTENEKEMAQKTDLFQYQLKEIEAANLEPGEDKRLEAERLKLANAEKLFKSVHDAYNNLYGEGRGLEWINNALTHIE 255
NTDB id 352 BSU 24240 NP 390304.2 KLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSEQGGLDWVGMASAQLE 255
consensus ! * ! !!*! ! !!!** !! !*!! !!! ! !!* !! ! !! * ! !!** !** !!! ! ! !!*!* ! **!
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NTDB id 20711 AYT26 RS13975 WP 010898924.1 DASSYDPELGKLQQHVQEQYYLLEEAMFTLRDYLDKLEFDPTRLEMIESRLHELQKLKRKYGDSVDAIVEYASTIEEQLDSILHK 340
NTDB id 352 BSU 24240 NP 390304.2 DISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATVEDILEYASKIEEEIDQIENR 340
consensus ! ! **! !* *! !!!!!*! ! *! !! !!!!! !! !!*!!*!* !!!!!! *!* !*!!!! !!! *! ! **
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NTDB id 20711 AYT26 RS13975 WP 010898924.1 DDRIKQLEQSLETMRLDLEVESAALTNIRKQIAMELTESIHEQLRALYMEKTSFEVKFHETAEG...........KKPFRENGVD 414
NTDB id 352 BSU 24240 NP 390304.2 DSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKVRTASRNEEAPLVNGQPVQLTEQGID 425
consensus ! ** ! !*** !* !! ! ***!!! ! ! * !! !* !!!!!**!* !* ************ * !*!*!
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NTDB id 20711 AYT26 RS13975 WP 010898924.1 DVEFYLSTNPGEPVKPLAKVASGGEISRIMLALKTIFSNHQGVTSVIFDEVDTGVSGRVAQAIAEKIRHISVGSQVLCISHLPQV 499
NTDB id 352 BSU 24240 NP 390304.2 LVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGVSGRVAQAIAEKIHKVSIGSQVLCITHLPQV 510
consensus ! ! *!!!*!!!*!*! !!!!!!!*!!*!!!*!*!!! *! !!!*!!!!!!!!!!!!!!!!!!!!!***!*!!!!!!!*!!!!!

logo AAMADTHLYIASKEKELKVDGGRTVTTERVKRAPLKSDKEQEKVAEE IAGRMIAGVEMVTDELTKERHAKELLDKLQADTQS IVKCTNTGH
NTDB id 20711 AYT26 RS13975 WP 010898924.1 AAMADTHLYISKKEVGGRVTTEVRALKDEEKVEEIARMIAGVEMTELTKEHAKELLDLATSIKCNH 565
NTDB id 352 BSU 24240 NP 390304.2 AAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKRHAKELLKQADQVKTTG 576
consensus !!!!!!!!!! ! !! !! !**! !!! !!*!!!!!!!*!*!!! !!!!!! ! *!* *
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