
logo MKQVAIGYLRQSTLMTKQQSLSAAQKQATIKEAI
LAKEKHHNIQYHINTFYSDKQSGRKTDNKRSNGYRQQMITQEL IQQGKQCDI

VLCCYRLNRLHRN
NTDB id 10 SA RS00435 WP 000815646.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRN 80
NTDB id 207092 BK815 RS09715 WP 073505267.1 MKQAIGYLRQSTLKQQSLSAQKQTIKALAEKHNIQHITFYSDKQSGRTDKRNGYQQITELIQQGKCDVLCCYRLNRLHRN 80
NTDB id 1 SACOL RS00225 WP 000806247.1 MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN 80
consensus !!!*!!!!!!!!*!!!!!*!!!!*!*!*!*!!*!!*!*!!!!!!!!!*!*!*!!*!*!*!!!!!*!!*!!!!!!!!!!!!

logo LKNALKLMIKLCQTKYNHVDHI LSVNHDGYFDLMNDQKSAFDRFLKLNI F I SLAELESDNIGEQVKRSNGLIQKEKARKQGRKML ITTHAPFGYEHYYH
NTDB id 10 SA RS00435 WP 000815646.1 LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYH 160
NTDB id 207092 BK815 RS09715 WP 073505267.1 LKNALKLIKLCQKYNVDILSVNDGYFDLNKSFDRLKLNIFISLAELESDNIGEQVSNGIKEKARQGKLITTHAPFGYHYY 160
NTDB id 1 SACOL RS00225 WP 000806247.1 LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYH 160
consensus !!!!!!!*!!!!*!*!*!!!!*!!!!!****!!!*!!!!!!!!!!!!!!!!!!!!*!!**!!!*!!**!!!!!!!!!*!*

logo

K
NGATF ITVIDNPQTGNVKESAQPTVTKAVFKNYYI

L
K
QGHYGYKKIAQLYLEAEDDNKRTFLYINRQKPYQVRNI I ILMNPNYCGRVI

NNKQYGTQYFEDNMFPAS I IVSKTASTMI
NTDB id 10 SA RS00435 WP 000815646.1 NGAFIINQNESPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI 240
NTDB id 207092 BK815 RS09715 WP 073505267.1 KGTFVINPGEAQTVTAVFKYYLQGYGYKKIAQYLEEDNRLINRKPYQVRNIIMNPNYCGRVNNKYGTFDNMFPSIISKAM 240
NTDB id 1 SACOL RS00225 WP 000806247.1 NGTFTIDTVKAPTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI 240
consensus *!*!*!* ***!!*!!!*!!**!*!!!!!!!*!!*!***!!!*!!!!!!!!*!!!!!!!!*!*!!***!!!!*!*!***

logo YKEENQAQARVI
L
TRSTVNQKPQI

V
Q
K
Q
R
K
T
S
PSADENLQLKQKIKCPYCCNDTSTLTNMTVIRKKEHNHTLRYYVCPQKNMNEASRFVCDESFKGINAQTELEDTVKQSVLEAVT

NTDB id 10 SA RS00435 WP 000815646.1 YEQAQRLRSQKQIKQTSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEV 320
NTDB id 207092 BK815 RS09715 WP 073505267.1 YKNAQAIRVNKQVQRTPSANLLKQKIKCPCCDSTLTNMTIRKKEHTLRYYVCPKNMNESRFVCSFKGINAQELEVQVLAT 320
NTDB id 1 SACOL RS00225 WP 000806247.1 YEEAQVTRTQKPVKRKPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLAT 320
consensus !**!! *!**!******!*!*!!!!!!!!*!**!!!!!!*!!! !!!!!!!!!*!!!*!!!!!*!!!!!!!*!! !!**

logo CKQNDFYFQNQRQI
LYTSKIKNGHNATIDHQKQRI

LKKRQRDNVI EAKTHKHSTTLNTHQEQL IDEKLAKQDGI
K
MIDAESTFRKEQTHQSMLNRQKQHPSQKPRTTITSS INSDGTHNYQLIRQHKTASTFILQ

NTDB id 10 SA RS00435 WP 000815646.1 CKDFYQNQRIYTKIKGAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQ 400
NTDB id 207092 BK815 RS09715 WP 073505267.1 CQNFFQNQQLYSKINNTIHQRLKKQRVIEAKSTLTQEQLIDKLAKGMIDAESFRKQTHSMNQKHKTISSISDNQLQTSLQ 400
NTDB id 1 SACOL RS00225 WP 000806247.1 CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQ 400
consensus !**!*!!!**!*!!* *! *!*!*!! !! **!!**!!!!*!!!***!!!!*!!*!!*!**!* * **!!* !** **!

logo

K
N
V
I IQHKQSRFTLNI

MLYPYI EDTE INHI STKDNKANSLAIVGIYFKNEPLNIVKNQTSMEQSLS IVA
NTDB id 10 SA RS00435 WP 000815646.1 NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIA 449
NTDB id 207092 BK815 RS09715 WP 073505267.1 KVIQHSFTLNMLYPYIDEIHITKNKALVGIYFKNEPLNIVNQTSQLSIA 449
NTDB id 1 SACOL RS00225 WP 000806247.1 NIIQQRFTLNMLYPYIDEINISKNKSLAGIYFKNEPLNIVKQTMELSIV 449
consensus **!! *!!!!*!!!!!**!*!*!*! !*!!!!!!!!!!!!*!!***!!*
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X ≥ 50% conserved


