
logo MYIQNSLAELTSYRNYDEHATELQFDENKVNVI
MIGENAQGKTNLMEAIYVLSMAKSHRTSNDKEL IRWDKQDYAKI EGRVI

MKKQNGAP
NTDB id 207002 BSL056 RS00020 WP 056766784.1 MYIQSLALTSYRNYEHTELQFDNKVNVMIGENAQGKTNLMEAIYVLSMAKSHRTSNDKELIRWDQDYAKIEGRVIKKNGP 80
NTDB id 353 BSU 00040 NP 387885.1 MYIQNLELTSYRNYDHAELQFENKVNVIIGENAQGKTNLMEAIYVLSMAKSHRTSNDKELIRWDKDYAKIEGRVMKQNGA 80
consensus !!!! ! !!!!!!!*! !!!!*!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!*! !!*

logo

I
LPMQLVI SKKGKKGKVNHI EQQKLSHQYVGALNTIMFAPEDLNSLVKGSPQI

VRRRFLDME IGQVSAPVYLHDLSLYQKI LSQR
NTDB id 207002 BSL056 RS00020 WP 056766784.1 LPMQLVISKKGKKGKVNHIEQQKLSHYVGALNTIMFAPEDLSLVKGSPQIRRRFLDMEIGQVSAVYLHDLSLYQKILSQR 160
NTDB id 353 BSU 00040 NP 387885.1 IPMQLVISKKGKKGKVNHIEQQKLSQYVGALNTIMFAPEDLNLVKGSPQVRRRFLDMEIGQVSPVYLHDLSLYQKILSQR 160
consensus *!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!! !!!!!!!*!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!

logo NHFYLKQLQTRKQSTDQRATMLDE I
VLTDEQL IVDEAVAAKVVKVKRRLQTFTAKQLEKWAQP I

LHAFGI SREGLEETLTLKQYHQTAI
L
D
EVSDEAPLSDLSKI

NTDB id 207002 BSL056 RS00020 WP 056766784.1 NHYLKQLQTRKQSDQAMLEILTEQLIDAAAKVVKRRLTFTKQLEKWAQPLHFGISRELETLTLQYQTAIEVSEASDLSKI 240
NTDB id 353 BSU 00040 NP 387885.1 NHFLKQLQTRKQTDRTMLDVLTDQLVEVAAKVVVKRLQFTAQLEKWAQPIHAGISRGLEELTLKYHTALDVSDPLDLSKI 240
consensus !!*!!!!!!!!!*! !!**!!*!!** !!!!! *!! !! !!!!!!!!*! !!!! !! !!! !*!!**!!** !!!!!

logo

G
K
D
NSYEQEASFQSKLRDEKRE IDERGVTLSWGPHRDDLVLFFYVNGRDVQTYGSQGQQRTTALSLKLAE IDL IHEE IGEYP I LLLDDVLS

NTDB id 207002 BSL056 RS00020 WP 056766784.1 KNSYEESFQKLRDREIDRGVTLWGPHRDDLLFFVNGRDVQTYGSQGQQRTTALSLKLAEIDLIHEEIGEYPILLLDDVLS 320
NTDB id 353 BSU 00040 NP 387885.1 GDSYQEAFSKLREKEIERGVTLSGPHRDDVLFYVNGRDVQTYGSQGQQRTTALSLKLAEIDLIHEEIGEYPILLLDDVLS 320
consensus !! ! ! !!!**!!*!!!!! !!!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ELDDYRQSHLLHTIQGRVQTFVTTTSVDEGIDHAETLKREQAEGI
MFRVAQNSGAKLVI

V
D
K

NTDB id 207002 BSL056 RS00020 WP 056766784.1 ELDDYRQSHLLHTIQGRVQTFVTTTSVEGIDHATLKEAEIFRVASGKVID 370
NTDB id 353 BSU 00040 NP 387885.1 ELDDYRQSHLLHTIQGRVQTFVTTTSVDGIDHETLRQAGMFRVQNGALVK 370
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !!* ! *!!! ! **

X non conserved

X similar

X ≥ 50% conserved


