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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMY.RKLAEIAGQYLKK 70
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMY.RKLAEIAGQYLKK 70
NTDB id 206991 GbCGDNIH1I4 RS06285 WP 011631927.1 .MAGSVNKVILIGNLGRDPEVRNTQDGGKVVNFTLATSETWNDRASGERKERTEWHRVVVFNDRLADIAERYLRK 74
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLY.GKLAEVAGEYLRK 74
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFF.RRQAEVAGQYLRK 72
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NTDB id 1103 NMB RS07590 WP 002212976.1 GGLVYLEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQEAYQRPAQQSR.... 137
NTDB id 1131 NGFG RS05740 WP 003695064.1 GGLVYLEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQEAYQRPAQQSR.... 137
NTDB id 206991 GbCGDNIH1I4 RS06285 WP 011631927.1 GTKVYVEGALQTRKWTDQAGQEKYTTEVVISRFRGEITMLDSRSGGEG.AG..EGGGYRSAPAQRAPSGGGSGF. 145
NTDB id 1166 A1552VC RS00795 WP 000168289.1 GSQVYIEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGGM...NVPAQ....QGSWGQP 141
NTDB id 1390 A4U84 RS00055 WP 021115958.1 GSKVYVEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGD.FGGNQGSGWNQAPAQTNYNQGGYSDN 142
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NTDB id 1103 NMB RS07590 WP 002212976.1 .QPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 .QPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 206991 GbCGDNIH1I4 RS06285 WP 011631927.1 .......GGGS.SR..PASGGSGWEPSHGGDLDDEIPF 173
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QQPAKQHQ..PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1390 A4U84 RS00055 WP 021115958.1 YAQNNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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