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NTDB id 596 KW2 RS08720 WP 021037686.1 DQKYLASQNIYRQITIQQITNVEIKKNF....DLHTLRRKAIVWTQNHFPKPMSDYMTGLLFGFLSKDFNQMSDIYSSLG 226
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NTDB id 596 KW2 RS08720 WP 021037686.1 IIHLFALSGMQVNFFIDWFRKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKNI...RLTSLDNIGVTTLV 303
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NTDB id 189 SPR RS04300 WP 000942407.1 IIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLV 316
NTDB id 223 SPD RS04540 WP 000942407.1 IIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLV 316
NTDB id 264 KZH43 RS04200 WP 000942407.1 IIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLV 316
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NTDB id 596 KW2 RS08720 WP 021037686.1 LMLISPKFLLTTGGQLTLFYAFVISMLNHPFSNLNGLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTIIFGFLFDFM 383
NTDB id 206863 BSR19 RS08090 WP 156246978.1 LFLFLPHFLLTVGGVLSCSYAFLLCLFD..FEEMSSLQKSICTSLVLSLGILPFLTYYYGTFQPVSLILTAMFSIVFDSF 394
NTDB id 494 SM12261 RS04305 WP 000942409.1 LFIVMPNFFLTAGGVLSCAYAFILTMTS..KE.GEGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLV 393
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NTDB id 223 SPD RS04540 WP 000942407.1 LFIVMPNFFFTAGGVLSCAYAFILTMTS..KE.GEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLT 393
NTDB id 264 KZH43 RS04200 WP 000942407.1 LFIVMPNFFFTAGGVLSCAYAFILTMTS..KE.GEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLT 393
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NTDB id 596 KW2 RS08720 WP 021037686.1 LLPLLLCCFLISFLGFSLNLNFIFQILEWLVHKVDLPLHYPFVLGKPSSLELIILFVLIGLFVDSFSHKKRRFFLVGFIF 463
NTDB id 206863 BSR19 RS08090 WP 156246978.1 LLPVLTVFFALSGLVIFSQINPLFEWMETFLTWIQSWIGQPLILGKPSLFQFGLMIAVLVMLFDFWKKPQFRICLLMIFG 474
NTDB id 494 SM12261 RS04305 WP 000942409.1 FLPLLSILFALSFLHPVIQLNFIFEWLEGMIRFVSQVASRPLVFGQPNAWILILLLISLALVYDLRKNIKRLAVLSLLIT 473
NTDB id 522 SMSK321 RS04965 WP 000942453.1 FLPLLSVLFALSFLYPVIQLNFIFEWLEGMIRLVSQVASRPLVFGQPNAWLLILLLISLALVYDLRKNIKRLAVLSLLIT 473
NTDB id 189 SPR RS04300 WP 000942407.1 FLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLIT 473
NTDB id 223 SPD RS04540 WP 000942407.1 FLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLIT 473
NTDB id 264 KZH43 RS04200 WP 000942407.1 FLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLIT 473
NTDB id 154 SP RS04735 WP 000942394.1 FLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVARRPLVFGQPNAWLLILLLISLALVYDLRKNIKGLTVLSLLIT 473
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NTDB id 596 KW2 RS08720 WP 021037686.1 LFFFITKNPMRASITAVDIGQGDSIFLQDKFNKENILIDTGGRLAL..PQKNWQKAQTQSNADKTLIPYLESMGVAHIDQ 541
NTDB id 206863 BSR19 RS08090 WP 156246978.1 LLMVWVKHPLTNEVTMVDVGQGDSIFLRSMK.GDTILIDVGGKVTFG.SKEKWQEASQTSNAEKTLIPYLQARGVSQIDH 552
NTDB id 494 SM12261 RS04305 WP 000942409.1 GLFFLTKHPLENEITMLDVGQGESIFLRDVT.GKIILIDVGGKAESSKKIEKWQEKTTTSNAQRTLIPYLKSRGVSKIDQ 552
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NTDB id 189 SPR RS04300 WP 000942407.1 GLFLLTKHPLENEITMLDVGQGESIFLRDVT.GKTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQ 552
NTDB id 223 SPD RS04540 WP 000942407.1 GLFLLTKHPLENEITMLDVGQGESIFLRDVT.GKTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQ 552
NTDB id 264 KZH43 RS04200 WP 000942407.1 GLFLLTKHPLENEITMLDVGQGESIFLRDVT.GKTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQ 552
NTDB id 154 SP RS04735 WP 000942394.1 GLFFLTKYPLENEITMLDVGQGESIFLRDVT.GKTILIDVGGKAESYKKIKKWQEKMTTSNAQRTLIPYLKSRGVAKIDQ 552
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NTDB id 596 KW2 RS08720 WP 021037686.1 LILTHTDADHVGDFLSLADKIKIREIWVSPGELTNSSFVEKLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGYTKKGDNND 621
NTDB id 206863 BSR19 RS08090 WP 156246978.1 LVLTHTDTDHIGDLEEVAKRFKIKEICVSQGALTKPSFVKRLRTLKCPVRTLKAGDNLPMMGSKLQVLYPNKVGDGGNND 632
NTDB id 494 SM12261 RS04305 WP 000942409.1 LILTNTDKEYVGDLLEVTKAFHVGEILVSKGSLKQKQFVAELQATQTKVRSITAGENLSIFGSQLEVLSPRKIGDGGYED 632
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LILTNTDKEHVGDLLEVTKAFHVGEILVSKGSLKQKEFVAELQATQIKVHSVAEGENVPIFGSQLEVLSPRKIGDGGHDD 632
NTDB id 189 SPR RS04300 WP 000942407.1 LILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDD 632
NTDB id 223 SPD RS04540 WP 000942407.1 LILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDD 632
NTDB id 264 KZH43 RS04200 WP 000942407.1 LILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDD 632
NTDB id 154 SP RS04735 WP 000942394.1 LILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDD 632
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NTDB id 596 KW2 RS08720 WP 021037686.1 SIVTYGNFYHTKFLFTGDLEQEGEKKLLQNYPKLQVDVLKVGHHGSKTSSSPEFIKEIHPKLALISVGKANRYGHPNQET 701
NTDB id 206863 BSR19 RS08090 WP 156246978.1 SIVLYGKLLGSSFLFTGDLEKEGEEELMASYPNLKASILKAGHHGSKGSSSEAFLDQLQPTLALVSAGENNRYKHPNDET 712
NTDB id 494 SM12261 RS04305 WP 000942409.1 SLVLYGKLLDKYFLFTGNLEEKGEKELLKHYPDLKVDVLKAGQHGSKKSSSSDFLEKLKPEFTLISVGKNNRAKLPHQET 712
NTDB id 522 SMSK321 RS04965 WP 000942453.1 SLVLYGKLLDKHFLFTGNLEEKGEKDLLKQYPDLEVDVLKASQHGSKKSSSSAFLEQLKPEMTLISVGKSNRMKLPHQET 712
NTDB id 189 SPR RS04300 WP 000942407.1 TLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQET 712
NTDB id 223 SPD RS04540 WP 000942407.1 TLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQET 712
NTDB id 264 KZH43 RS04200 WP 000942407.1 TLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQET 712
NTDB id 154 SP RS04735 WP 000942394.1 TLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPHQET 712
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NTDB id 596 KW2 RS08720 WP 021037686.1 LETLAKYQVKTLRTDQKGAIKLTEVNQQWQIKTVR 736
NTDB id 206863 BSR19 RS08090 WP 156246978.1 LKRFKERHIKVLRTDQNGAIRFKGW.FKWSSETVR 746
NTDB id 494 SM12261 RS04305 WP 000942409.1 LTRLETINSKVYRTDQHGAIRFKGW.NSWKVETVG 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LTRLEGINSKVYRTDQQGAIRFKGW.NSWKIESVR 746
NTDB id 189 SPR RS04300 WP 000942407.1 LTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR 746
NTDB id 223 SPD RS04540 WP 000942407.1 LTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 LTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR 746
NTDB id 154 SP RS04735 WP 000942394.1 LTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR 746
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