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NTDB id 25 SA RS06185 WP 000593194.1 ...............MIKLFLLKLYWA..HFSTKQIHQFLMAYPNVIKEEGRKKDSYLCEWVNREENVLLLRKYYAFIKL 63
NTDB id 40 MW RS06080 WP 000593192.1 ...............MIKLFLLKLYWA..HFSTKQIHQFLMAYPNVIKEEGRKKDSYLCEWVNREENVHLLRKYYAFIKL 63
NTDB id 626 LCA RS04960 WP 011374694.1 ..............MLTKNQLLLKVHLAAGFGTISELRLA.AWLSTSHNWALS.ALEIAQI......ARLPERYWPTFQA 58
NTDB id 114 BSU 16110 NP 389493.1 MDQAAVCLTICRINQLLSPSLLLKWWK.ADPSMSLTSPVL.QT........VT.RDQIK.AAAL...KNEIEQFYPKLPR 65
NTDB id 599 KW2 RS05940 WP 021037268.1 ...............MITNFDLFRWKK.AGMTNLGVNKLL.KFFR.KYDRKIS.LRQMGQVAQVKSIPNFIEQYK.NQDV 60
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ..............MKITNYEIYKLKK.SGLTNQQILKVL.EYGE.NVDQELL.LGDIADISGCRNPAVFMERYF.QIDD 61
NTDB id 267 KZH43 RS05590 WP 000705306.1 ..............MKITNYEIYKLKK.SGLTNQQILKVL.EYGE.NVDQELL.LGDIADISGCRNPAVFMERYF.QIDD 61
NTDB id 226 SPD RS05990 WP 000705306.1 ..............MKITNYEIYKLKK.SGLTNQQILKVL.EYGE.NVDQELL.LGDIADISGCRNPAVFMERYF.QIDD 61
NTDB id 192 SPR RS05715 WP 000705306.1 ..............MKITNYEIYKLKK.SGLTNQQILKVL.EYGE.NVDQELL.LGDIADISGCRNPAVFMERYF.QIDD 61
NTDB id 157 SP RS06205 WP 000705306.1 ..............MKITNYEIYKLKK.SGLTNQQILKVL.EYGE.NVDQELL.LGDIADISGCRNPAVFMERYF.QIDD 61
NTDB id 497 SM12261 RS05565 WP 000705318.1 ..............MKITNYEIYKLKK.SGLTNQQVLAVL.EYGE.NVDQELL.LGDIAEISGCRNPAVFMERYF.QIDD 61
NTDB id 206851 BSR19 RS05885 WP 156246761.1 ................MNNFELFKLKA.AGLTNLNILNIL.DYQK.NQDKKLS.LRDMAVVSKSKNAVLFMEKYK.NLDI 59
NTDB id 407 SMU RS04605 WP 002262865.1 ................MDNFQLFKLKK.AGLTNLNILNII.DYEE.RTQKSLS.LRDMAVVSKNKKPLIFMEHYK.NLDS 59
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NTDB id 25 SA RS06185 WP 000593194.1 DHND..II..KELQKLKVSYITYMDSEYPVLLKEIYQFPLLLFYKGNIKLINNMHHLAVVGARDSTSYTQQSLEFLLSND 139
NTDB id 40 MW RS06080 WP 000593192.1 DHND..II..KELQKLKVSYITYMDSEYPVLLKEIYQFPLLLFYKGNIKLINNMHHLAVVGARDSTSYTQQSLEFLLSND 139
NTDB id 626 LCA RS04960 WP 011374694.1 SFQSTTLQRQCIDHEVRTTYLTILDKDYPQRLLETYLPPVLLFYRGDLRLLKQ.PCLAVVGARQATHYSKQSLEQLLQGL 137
NTDB id 114 BSU 16110 NP 389493.1 VL........AAYREQGINTIPISSKQYPFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGKQVVNHLTKEI 137
NTDB id 599 KW2 RS05940 WP 021037268.1 KK........LRADYKKFSSFSILDDLYPERLREIYNPPVLIFYQGNIDLLKN.PKLAFVGSRLAGQSGIKSVQKIVTEL 131
NTDB id 525 SMSK321 RS06295 WP 000705298.1 AH........LEKEFKKIPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRSCSKQGAKSVEKIIQGL 132
NTDB id 267 KZH43 RS05590 WP 000705306.1 AH........LSKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGL 132
NTDB id 226 SPD RS05990 WP 000705306.1 AH........LSKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGL 132
NTDB id 192 SPR RS05715 WP 000705306.1 AH........LSKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGL 132
NTDB id 157 SP RS06205 WP 000705306.1 AH........LSKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGL 132
NTDB id 497 SM12261 RS05565 WP 000705318.1 AH........LEKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGL 132
NTDB id 206851 BSR19 RS05885 WP 156246761.1 KQ........LKEDFQRFPTLSIFDKEYPIELKHSYNPPVLLFYQGNIDLLSK.PKLAVVGARKCSEIGKQSVRKIVSEL 130
NTDB id 407 SMU RS04605 WP 002262865.1 KA........LRKEFNRFPSLSILDKEYPLELKNIYNPPVLLFYQGDLDLLAR.PKLAVVGSRNASQMGVAAVKKIIQDL 130
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NTDB id 25 SA RS06185 WP 000593194.1 KSKYLTIVSGLAQGADAMAHQIALKYNLPTIAVLAFGHQTHYPKSTLALRNKIEEKGLVISEYPPHTPIAKYRFPERNRI 219
NTDB id 40 MW RS06080 WP 000593192.1 KSKYLTIVSGLAQGADAMAHQIALKYNLPTIAVLAFGHQTHYPKSTLALRNKIEEKGLVISEYPPHTPIAKYRFPERNRI 219
NTDB id 626 LCA RS04960 WP 011374694.1 ..TATTIISGLAQGADAMAHEVALQRGLAPIGVIGTGINCSYPPQNEHLQQVVAEKGLLLSEYALGTPARRYQFPARNKI 215
NTDB id 114 BSU 16110 NP 389493.1 CRKGWVIVSGLASGIDGMSHAASIKAKGRTIGVIAGGFQHIYPRENLQLADHMAKHHILLSEHPPETKPQKWHFPMRNRI 217
NTDB id 599 KW2 RS05940 WP 021037268.1 .NQSFTIVSGLAKGIDTASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEYLAKYQLVLSEYSLGEKPLKYHFPERNRI 210
NTDB id 525 SMSK321 RS06295 WP 000705298.1 .ENELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYISNDHLVLSEYGPGEQPLKFHFPARNRI 211
NTDB id 267 KZH43 RS05590 WP 000705306.1 .ENELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRI 211
NTDB id 226 SPD RS05990 WP 000705306.1 .ENELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRI 211
NTDB id 192 SPR RS05715 WP 000705306.1 .ENELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRI 211
NTDB id 157 SP RS06205 WP 000705306.1 .ENELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRI 211
NTDB id 497 SM12261 RS05565 WP 000705318.1 .ENELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRI 211
NTDB id 206851 BSR19 RS05885 WP 156246761.1 .GNHFTIVSGLARGIDTCAHMEALKNKGKTIAVIGTGLDVYYPKENKALQDYMAKNHLVLSEYGPGEQPLKYHFPERNRI 209
NTDB id 407 SMU RS04605 WP 002262865.1 .SKQFVIISGLARGIDTAAHLASLKSGGATIAVIGTGLDVHYPKENRRLQDYIAKNHLLLSEYEAQSQPLKYHFPERNRI 209
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NTDB id 25 SA RS06185 WP 000593194.1 ISGLSKGVLITEAKEQSGSHITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYYI......... 290
NTDB id 40 MW RS06080 WP 000593192.1 ISGLSKGVLITEAKEQSGSHITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYYI......... 290
NTDB id 626 LCA RS04960 WP 011374694.1 IAGLCHSLIVTEARHKSGSLITANLALQANRNVYAIPGRIDQSLSQGCNQLIAAGATPLLDKNILIEELRYFD....... 288
NTDB id 114 BSU 16110 NP 389493.1 ISGLSEGVIVVQGKEKSGSLITAYQALEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNVQYTEPF 297
NTDB id 599 KW2 RS05940 WP 021037268.1 IAGLSRGVVVVEAKLRSGSLITCERALEEGRDIFAIPGNIADGTSDGCNHLIQQGAKLVYQAQDILEEYLYN........ 282
NTDB id 525 SMSK321 RS06295 WP 000705298.1 IAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF......... 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 IAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF......... 282
NTDB id 226 SPD RS05990 WP 000705306.1 IAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF......... 282
NTDB id 192 SPR RS05715 WP 000705306.1 IAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF......... 282
NTDB id 157 SP RS06205 WP 000705306.1 IAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF......... 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 IAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF......... 282
NTDB id 206851 BSR19 RS05885 WP 156246761.1 ISGLCQGVMVVEAKLRSGSLITCERAMEEGRDVFAIPGNILDGKSDGCHHLIQEGAKCITTGFDILSEFS.......... 279
NTDB id 407 SMU RS04605 WP 002262865.1 IAGLSQGVMVAEAKIRSGSLITCERAMEEGRDVFVVPGNILDGQSEGCHHLIQEGAKCITSGFDILNEFNF......... 280
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