
logo MKKSKWLALAGVALLGSVGAVLAACSSKSNSTSGTTYSGYVYNQSSDPESTLDYVI STTSSNKTAGTPTTKDTSATVVTNGVDGLLMGEYADKYGNL IVPSVA
NTDB id 206774 BSR14 RS02745 WP 014632817.1 MKKSKWLALAGVALLSVGALAACSSKSSTSGTTYSYVYQSDPETLDYVSTSKATTTDTVTNGVDGLLGYDKYGNLIPSVA 80
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKSSTSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVPSVA 80
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKSNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVA 80
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKSNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVA 80
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logo

K
EDWTSVSAQKDGLTYTYKIRKGI

VKWYTSDEGEEYADNVTAKDFVTGLKHAADGKSKSAEGAGLIYLAVKQDSVIVAGLSDYLSGATNKDFSKNVGVK
NTDB id 206774 BSR14 RS02745 WP 014632817.1 KDWTVSADGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADKKSEGIYLAKDSVVGLSDYLSGANKDFSKVGVK 160
NTDB id 475 HSISS4 RS07005 WP 021143809.1 EDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNVGVK 160
NTDB id 324 STU RS16140 WP 011226306.1 EDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVK 160
NTDB id 292 STER RS06940 WP 011681419.1 EDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVK 160
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logo ALIDEDYTLQYTLKKQAPEPYWNSKVTTYGSLFLSWFP I
VNEDFLKSNKGNKGDFGKSTDPSTS I LYNGPF ILLKSLTAKSS I ELTVKNENHYWDKK

NTDB id 206774 BSR14 RS02745 WP 014632817.1 ALDDYTLQYTLKQAEPYWNSKVTYSLFWPINEDFLKSKGNGFGKSTDPSSILYNGPFILKSLTAKSSIELTKNEHYWDKK 240
NTDB id 475 HSISS4 RS07005 WP 021143809.1 AIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYWDKK 240
NTDB id 324 STU RS16140 WP 011226306.1 AIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKK 240
NTDB id 292 STER RS06940 WP 011681419.1 AIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKK 240
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logo NVHFDNAVIKFLSYYDGSDQDESALEVRNGFTDGVAYNSKLFARVYFPTSSNYASSVEKEKYKNDDNI FYYTQAPGPAES ITQSGAIG I
VNLIDRQSYKFHYSTAKKT

NTDB id 206774 BSR14 RS02745 WP 014632817.1 NVHFDNVKLSYYDGSDQESLERNFTDGVYSKARVFPTSSNYSSVEKEYKNDIFYTQPGPEIQGIGVNIDRQSYKHTAKKT 320
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSAKKT 320
NTDB id 324 STU RS16140 WP 011226306.1 NVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTAKKT 320
NTDB id 292 STER RS06940 WP 011681419.1 NVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTAKKT 320
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logo DAISEKETSSTKKALLNKDFRQASVINFSAIDRKTAYSQASQMINGKADGAATQLGAI
L
VRNI

LFVKPPSEDFVYSAGDKSTFGEDLVSTEKLMPSSYGSDEWSGI
VNLVF

NTDB id 206774 BSR14 RS02745 WP 014632817.1 DIEKESTKKALLNKDFRQSVNFSIDRTAYSAQINGKAGAAQAIRNIFVKPEFVYAGDKSFGELVSEKLPSYGSEWSGINV 400
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNF 400
NTDB id 324 STU RS16140 WP 011226306.1 DSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNF 400
NTDB id 292 STER RS06940 WP 011681419.1 DSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNL 400
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NTDB id 206774 BSR14 RS02745 WP 014632817.1 ADGQDGIYNTNKAKEKFEKAKAALQAEGVQFPIHLDFPVDESAKTAVARAQSVKQTVEEALGKENVVIDINQMSSDDLNN 480
NTDB id 475 HSISS4 RS07005 WP 021143809.1 TDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDDIQN 480
NTDB id 324 STU RS16140 WP 011226306.1 ADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDDLEN 480
NTDB id 292 STER RS06940 WP 011681419.1 ADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDLEN 480
consensus *! !!!*!!**!!!**!*!!!**!!!*!!!!!!!!!*!!**!*!**!!**!!*!!!*!**!!**!!!!!*!!*!!!!**!



logo

I
V
ATYLYNASANAAAEDWDI SNGSVGIAWAGPDYEQDPSTYLDI FKTTASSENTKATFMGFYDDPNSNAAAAKQVGLKDYDTALVLDNASASAKSETNTSDLN

NTDB id 206774 BSR14 RS02745 WP 014632817.1 ITYYASNAAAEDWDISNGVAWGPDYEDPSTYLDIFKTTASENTKTFMGFDDPNSAAAAKVGLKDYDTLVDAASKETNDLN 560
NTDB id 475 HSISS4 RS07005 WP 021143809.1 ATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYDDPNNAAAAQVGLKDYDALLDSAASETTDLN 560
NTDB id 324 STU RS16140 WP 011226306.1 VTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSDLN 560
NTDB id 292 STER RS06940 WP 011681419.1 ATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSDLN 560
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logo

A
L
VRYEDRYADQAQAWLTEDSSLFVMIPTLMTVNGSNGAAPAMVI SRMLVTPFSTGAYSMSLQI

VGNDKGNVSSDSNTDYFIKYLVKPQKEDKVVTKKDEYDESQASREKWLKE
NTDB id 206774 BSR14 RS02745 WP 014632817.1 LRYERYADAQAWLTDSSLFMPTMVNSGAAPMISRMVPFSGAYSQIGNKGV.DTYFKYLKPQKDVVTKKDYDSAREKWLKE 639
NTDB id 475 HSISS4 RS07005 WP 021143809.1 ARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSREKWLKE 639
NTDB id 324 STU RS16140 WP 011226306.1 VRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLKE 640
NTDB id 292 STER RS06940 WP 011681419.1 VRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLKE 640
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logo KKAVESNDEKAQKDLAEKHVK
NTDB id 206774 BSR14 RS02745 WP 014632817.1 KKVSNDKAQKDLAKHVK 656
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 KKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 KKESNEKAQKDLEKHVK 657
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