logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1002 ACIAD RS15100 WP 004923779.1
1274 LPP RS09530 WP 011214168.1
1258 GCO85 RS09745 WP 014844212.1
1292 VP RS12235 WP 005479693.1
1184 GTF74 RS02335 WP 000649326.1
1167 A1552VC RS11065 WP 000649326.1
1160 ABDM36 RS02330 WP 000649326.1
1038 HON27 RS01510 WP 000993725.1
1197 PSJM300 03940 AFN76866.1

1204 PSJM300 03935 AFN76865.1
20665 PA4525 NP 253215.1

1192 PAKAF RS23870 WP 024947914.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1002 ACIAD RS15100 WP 004923779.1
1274 LPP RS09530 WP 011214168.1
1258 GCO85 RS09745 WP 014844212.1
1292 VP RS12235 WP 005479693.1
1184 GTF74 RS02335 WP 000649326.1
1167 A1552VC RS11065 WP 000649326.1
1160 ABDM36 RS02330 WP 000649326.1
1038 HON27 RS01510 WP 000993725.1
1197 PSJM300 03940 AFN76866.1

1204 PSJM300 03935 AFN76865.1
20665 PA4525 NP 253215.1

1192 PAKAF RS23870 WP 024947914.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1002 ACIAD RS15100 WP 004923779.1
1274 LPP RS09530 WP 011214168.1
1258 GCO85 RS09745 WP 014844212.1
1292 VP RS12235 WP 005479693.1
1184 GTF74 RS02335 WP 000649326.1
1167 A1552VC RS11065 WP 000649326.1
1160 ABDM36 RS02330 WP 000649326.1
1038 HON27 RS01510 WP 000993725.1
1197 PSJM300 03940 AFN76866.1

1204 PSJM300 03935 AFN76865.1
20665 PA4525 NP 253215.1

1192 PAKAF RS23870 WP 024947914.1

consensus

SA”TAé FT

_____ L AL YA S0 st s

VIO NOKGFTLIELMIVVA IG LAATAIPNYQNY ABUNAAGET
T

KéYKgﬁ%QK FIt

IWAAGFEFT

-MKAQM[NSEI NN ARUNRAY SR CHN . V.00 A VAN T VIIN ABABWAEIRRP GINIGFIJQAMNEGKTPSLES . . . . . . .

.MKPVKSSCREISIMEARUNRAY RN N W V.00 W0 AVANRYT VS T ABSIEIW\EISEP AINAAFIHQAMSEGHTPSLVE. . . . ... S
..... SRGIAGSKIKITASTA
..... SRGWSVK . BGT@EDATK
,,,,,,, sl x| kx|l x x Kk  kkk  kok kk kkk ok kk ok
NS T R T
REZF\II{ %}’ ,,B é -Eg I)\Eréé\k/ FJ—LI—A: L DkN/\leélT D AQA';.:;§ SN 5! FgANAA T I K %é
.SSCHEVQEISASNAT.TNMATATCG SSAQ IVWMDTTKAKEANITLTPN. YAS. K
Voo SPAAT.PNMASIAIG . N[gV I .TAAAGEGTIVMTPJRRQAN . C GGTLLAK AS
Vel oo, SPAAT .PNMQSIAIG NGV I .TAAAGEGTIIMTPYNRQAN . ONGGTLLAK R AS
.LAQEEVDVA . ANDLGAID. .SAL GGSPT F .ADSSIDGGIENNF TJD . A.PA.IAVD
RL...ETVED..MGDE.KI IAPTAS ALGETHIKYRSEDA . . . .[VVSSSKEIQIMAJID . . TSETAJZK
RL...®TVED. .MGDE.KIMIAPTASGALGETEIRKYPSEDA . . . . [@VVSSSKEIQIMAJID . .TSETAJZK
RL...TVED..MGDE.KIMIAPTASGALGETINK YUREDA . L [EVVSSSKIQIMAJID . .TSEIAJZK
... . MEFTAATSSVCATYSHEDAFT.ETDGA[CKEINYCENLK . . GNPKIATKI EIRTIIS . . PTEBLIZK
DEGY ITDS.TSYCD.VD@D. . ... TAAD[¢HMEC AK.GGNAGKFDGKTITLNRT. .DAKMKIZGK
LPGFEEIGAS . TNYCT.VTH®I. .. .. TATGS CWTQ.NGMPDRFNGKTIMEBRAIIT . C . DSRMKIZGK
TETYMEVEPD . ANKLE.VIAVAIE. DSGAGD F QTGTSSPKNATKVESBENIAT . . DPMET|¥K
KEVPEEVAAD . ANKL TIALKPD PlDGT LIBMTMGGAGPKNKGK IPNBET)AT AV:NoXe |7/ K (¢4 .DEQEI|¥K
* L * * %k % kokk Dok xokok * [

........... 147
........... 136
........... 136
........... 139
GATIN...... 153
GATIN...... 153
GATIN...... 153
GTPTEGAITSL 149
........... 139
........... 141
........... 149
........... 150

X non conserved
B similar
>50% conserved

147
136
136
139
148
148
148
138
139
141
149
150



