
logo MWELVKQAGGWI
MMLP I I LCSS IAALTAGI IVAVERLWTLRKPSRVATPPEHLLGQVWKQWIKDGKQLSANQKLKDELRADNSPLGE I LAAGLANSKHRGRE IMKE

NTDB id 20657 PA2983 NP 251673.1 MWELVQAGGWMMLPIILSSIAATAIVAERLWTLRKSRVAPPELLGQVWKQIKGKQLSAQKLKDLRANSPLGEILAAGLANSKHGREIMKE 90
NTDB id 1200 PSJM300 12655 AFN78593.1 MWELVKAGGWIMLPIILCSIAALGIIVERLWTLRPSRVTPPHLLGQVWKWIKDKQLSNQKLKELRADSPLGEILAAGLANSKRGREIMKE 90
consensus !!!!! !!!!*!!!!!!*!!!! *!* !!!!!!!*!!! !!*!!!!!!! !! !!!! !!!!*!!! !!!!!!!!!!!!!!!*!!!!!!!

logo C I EEAAASGRVI
VHDELERYLNALGTIAAGI

MAPLLGLLGTVFLGMIEQI FGSAFMDGNSGMANASPLMLAAGGI SKAL ITTAAGLLMVAGIPALVFFHRFYLLRRVD
NTDB id 20657 PA2983 NP 251673.1 CIEEAASGVIHELERYLNALGTIAAMAPLLGLLGTVFGMIQIFGAFMDNGMANSPMLAAGISKALITTAAGLLVAIPAVFFHRYLLRRVD 180
NTDB id 1200 PSJM300 12655 AFN78593.1 CIEEAAARVVHDLERYLNALGTIAGIAPLLGLLGTVLGMIEIFSAFMGSGMANAPLLAGGISKALITTAAGLMVGIPALFFHRFLLRRVD 180
consensus !!!!!! !*!*!!!!!!!!!!!!**!!!!!!!!!! !!! !! !!! !!!! !*!!*!!!!!!!!!!!!!*!*!!!*!!!!*!!!!!!

logo ELVI
V
A
GMEQEAIKLVEVVQGDRDEVDLYGVEEGGKAKA

NTDB id 20657 PA2983 NP 251673.1 ELVIAMEQEAIKLVEVVQGDREVDYVEEGKA 211
NTDB id 1200 PSJM300 12655 AFN78593.1 ELVVGMEQEAIKLVEVVQGDRDVDLGEGKA. 210
consensus !!!**!!!!!!!!!!!!!!!!*!! ! *
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