logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124 BSU 16930 NP 389575.2

462 GPW51 RS00385 WP 012774894.1
412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1
206233 BOC72 RS09550 WP 000642704.1
280 KZH43 RS08670 WP 000642700.1
205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124
462

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1
206233 BOC72 RS09550 WP 000642704.1
280 KZH43 RS08670 WP 000642700.1
205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124
462

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1
206233 BOC72 RS09550 WP 000642704.1
280 KZH43 RS08670 WP 000642700.1
205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

i Ll T

N AR A DA

MAMKAEITAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGPTEDDL
AMKAEITAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGPTEDDL)

..MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLG TEDDL

AMKAEITAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGINTEDDL
. A
AMKAEITAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGINTEDDL

NMKAETITAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEINRLLSLLEIASQRSSLVILTGGLGPTEDDL
[ N e R e e I I e e e I e e e Y Y Y R Y ey e NN

AT

AT IOV 7Y

TKQTLAKFLEY |ALVFDEGNAQE  LDJAFF ARRPISSNIRTPNNEMQAQI G [NPLENISTGLAVGGHMLEDGVTYVVLPGPPSE
TKQTLAKFLGKALVFDPQAQEKLDIFFLRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSE
TKQTLAKFLGKALVFDPQAQEKLDIFFALRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSE
TKQTLAKFLGKALVFDPQAQEKLDIFFALRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSE
TKQTLAKFLGKALVFDPQAQEKLDIFFALRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSE
TKQTLAKFLGKALVFDPQAQEKLDIFFALRPDYARTPNNERQEQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSE
TKQTLAKFLGKIELVFDPQAQEKLD FFAMRPDYARTPNNERQAQIVEGARPLPNETGLAVGGHLEVDGVTYVVLPGPPSE

TKQTLAKFLGKBLVFDPQAQEKLD FFAMNRPDYARTPNNERQAQ VEGAIPLPNETGLAVGGMLEVDGVTYVVLPGPPSE
ok | ok Lok koo R | Lok | Dok ok ook Dok |k | Lk NN

D6 THCRAE LT D TPV A THEe

BTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQA
LKPMVLNQLLPKLMMRTGJKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQA
MNTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQA
MNTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQA
MTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQA

BTGSKLYSRVLRFFGIGESQLVTIL DLIDNQEDPTLAPYAKTGEVTLRLSTKASSQEEANQW

N TGSKLEISRVLRFFGIGESQLVTIL DLIDNQWDPTLAPYAKTGEVTLRLSTKASSQEEANQ|Y
N I N NN N NN ey R e e R I R I R R I R Y R Ry ot

159
156
156
156
156
156
156
156
156
156

239
233
233
232
232
232
232
232
232
232



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124 BSU 16930 NP 389575.2

462 GPW51 RS00385 WP 012774894.1
412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1
206233 BOC72 RS09550 WP 000642704.1
280 KZH43 RS08670 WP 000642700.1
205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124 BSU 16930 NP 389575.2

462 GPW51 RS00385 WP 012774894.1
412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1
206233 BOC72 RS09550 WP 000642704 .1
280 KZH43 RS08670 WP 000642700.1
205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124 BSU 16930 NP 389575.2

462 GPW51 RS00385 WP 012774894.1
412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1
206233 BOC72 RS09550 WP 000642704.1
280 KZH43 RS08670 WP 000642700.1
205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

oo Y B ehe

> ~

ML AR e T

LDILENQILDCQTFEGISLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIF|SGGFVTYS
LDILENQILDCQTFEGISLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFJRGGFVTYS

LDILENQILDCQTFEGISLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFAGGFVTYS
LDILENQILDCQTFEGISLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFINGGFVTYS
LDILENQILDCQTFEGISLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFIAGGFVTYS
LDILENQILMIQTFEG SLRDLCYGYGEEESLASIVVEELK QGKTIWAAESLTAGLFQATVA FSGE\SSIFISGGFVTYS
LDILENQILEMQTFEG SLRDIBMCYGYGEETSLASIVVEELKRQGKTIjy AESLTAGLFQARIVA FSGEISSIFISGGFVTYS
1 oskoskosk | oskosk | oskosk sk sk sk sk skosk sk ok sk koskskok |k ) k11 skok ko k ok k * %k (S | [ | * % % % sk 1

EEKR 01t VST RO LT DAL s V) L e

SREPRLRN
Q
LEEKSRMLDIPAKNLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQGTEVIKVNIG
LEEKSRMLDIPAKNLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQGTEVIKVNIG
LEEKSRMLDIPAKNLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQGTEVIKVNIG
LEEKSRMLDIPAKNLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQGTEVIKVNIG
LEEKSRMLDIPAKNLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQGTEVIKVNIG

LBEA

* * * %k * % k * * | sk sk ok ok k ok (I3 | | | * %k %k * *

N AT

416
393
418
418
418
418
418
418
418
418

X non conserved
B similar
> 507 conserved

311
308
308
312
312
312
312
312
312
312

391
370
388
392
392
392
392
392
392
392



