
logo

MA
M
A
M
S

A
G
R
M
G
S
L
VNKVI ILVIGRNLGNQRDPDEMVRSTYFMQPSNGDEGKAVACTNI

F
L
R
T
S
I
VATSESTWKRNDKRAMNTGQEQRKRVEKVRTEWHSNRVIAVTFILMF

Y
G
S
R
EPR
K
Q
LARE I

VAEGEQYLRKKGGSQKLVY
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFR.RQAEVAGQYLRKGSKVY 77
NTDB id 205650 BOO69 RS09340 WP 071971918.1 .MAGSVNKVILIGNLGRDPEVRSFQNGGKVCNLRIATSETWKDRNTGERRERTEWHSVAIFSEPLARVAEQYLKKGSKVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
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NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQ....SQEAYQRPAQQSRQPAPDAPSHP 147
NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQ....SQEAYQRPAQQSRQPASDAPSHP 147
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGG.DFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGG 152
NTDB id 205650 BOO69 RS09340 WP 071971918.1 IEGQLETRKWQDQSGQDRYSTEVVLRPYRSELTMLDGRDGGG.S..GGGGY..GGGSSGGDYGGGYEGGNYD........ 146
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG.GMPAQGGM..NVPAQQGSWGQPQQPAKQHQP...... 150
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NTDB id 1131 NGFG RS05740 WP 003695064.1 QEAPAAPRR.QPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 QEAPAAPRR.QPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 205650 BOO69 RS09340 WP 071971918.1 ....SGP...SSGGGGGSSRDLDDEIPF 167
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .MQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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