
logo MQLNSTE I SEL IKKR IAQFDNVVSEAQRNSTGTIVSVSDGI IR IHGLASDVMQGEMIAELPGNRYAI
MALNLERDSVGAVVMGPYADLAEG

NTDB id 20549 HD RS00040 WP 010944086.1 MQLNSTEISELIKKRIAQFNVVSEAQSTGTIVSVSDGIIRIHGLADVMQGEMIELPGNRYAIALNLERDSVGAVVMGPYADLAEG 85
NTDB id 1363 HI 0481 AAC22139.1 MQLNSTEISELIKKRIAQFDVVSEARNTGTIVSVSDGIIRIHGLSDVMQGEMIALPGNRYAMALNLERDSVGAVVMGPYADLAEG 85
consensus !!!!!!!!!!!!!!!!!!! !!!!! !!!!!!!!!!!!!!!!! !!!!!!!! !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!

logo METVKQCTGR I LEVPVGKRGLLGRVVNTLGQP IDGKGE IDENDGFSPVEVIAPGVIDRQRSVDQPVQTGYKAVDSMVP IGRGQREL I IGD
NTDB id 20549 HD RS00040 WP 010944086.1 MTVKCTGRILEVPVGKGLLGRVVNTLGQPIDGKGEIDNDGFSPVEVIAPGVIDRQSVDQPVQTGYKAVDSMVPIGRGQRELIIGD 170
NTDB id 1363 HI 0481 AAC22139.1 MEVQCTGRILEVPVGRGLLGRVVNTLGQPIDGKGEIENDGFSPVEVIAPGVIDRRSVDQPVQTGYKAVDSMVPIGRGQRELIIGD 170
consensus ! ! !!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RQTGKTASLAVIDAI IANQRDNSGIKC IYVAIGQKASTIANVVRKLEEHGALANTIVVAVASASESAALQYLAPYASGCAMGEYFRDRGED
NTDB id 20549 HD RS00040 WP 010944086.1 RQTGKTSLVIDAIIAQRDSGIKCIYVAIGQKASTIANVVRKLEEHGALANTIVVVASASESAALQYLAPYSGCAMGEYFRDRGED 255
NTDB id 1363 HI 0481 AAC22139.1 RQTGKTALAIDAIINQRNSGIKCIYVAIGQKASTIANVVRKLEEHGALANTIVVAASASESAALQYLAPYAGCAMGEYFRDRGED 255
consensus !!!!!! ! !!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!

logo AL IVYDDLSKQAVAYRQI SLLLRRPPGREAFYPGDVFYLHSRLLERAASRVNAEDEYVEKRFTKNGAEVKTGKRTGSLTALP I I ETQAGDVSAF
NTDB id 20549 HD RS00040 WP 010944086.1 ALIVYDDLSKQAVAYRQISLLLRRPPGREAFPGDVFYLHSRLLERAARVNAEYVERFTNGAVTGRTGSLTALPIIETQAGDVSAF 340
NTDB id 1363 HI 0481 AAC22139.1 ALIVYDDLSKQAVAYRQISLLLRRPPGREAYPGDVFYLHSRLLERASRVNEDYVEKFTKGEVKGKTGSLTALPIIETQAGDVSAF 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!! !!! *!!!*!! ! ! !*!!!!!!!!!!!!!!!!!!!!

logo VPTNVI S ITDGQI FLESNSLFNSGIRPAVNPGI SVSRVGGSASAQTKVIKKLASGGIRTALAQYRELAAFAQFASDLDDATRKQLSHGEQ
NTDB id 20549 HD RS00040 WP 010944086.1 VPTNVISITDGQIFLESSLFNSGIRPAVNPGISVSRVGSAAQTKVIKKLSGGIRTALAQYRELAAFAQFASDLDDATRKQLSHGQ 425
NTDB id 1363 HI 0481 AAC22139.1 VPTNVISITDGQIFLESNLFNSGIRPAVNPGISVSRVGGSAQTKVIKKLAGGIRTALAQYRELAAFAQFASDLDDATRKQLSHGE 425
consensus !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!! !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KVTELLKQKQFATPLMPSVASEQALVI
VLFAAVEFGYLDDGVELESKR IASSFESTALLADYASNRSNHADEFMKQDELANKSTGNFYNDES IKQDQETLKSTI LVDEGNFKAKN

NTDB id 20549 HD RS00040 WP 010944086.1 KVTELLKQKQFAPMPVSEQALVLFAAEFGYLDGVELERISSFESALLAYANSNHADFMKDLAKSGNFNDSIQQELKTIVENFKKN 510
NTDB id 1363 HI 0481 AAC22139.1 KVTELLKQKQFTPLSVAEQAVILFAVEFGYLDDVELSKIASFETALLDYSNRNHAEFMQELNKTGNYNDEIKDTLKSILDGFKAN 510
consensus !!!!!!!!!!! !**! !!!**!!! !!!!!! !!! *! !!!*!!! ! ! !!!*!! *! !*!!*!! ! !!*!** !! !

logo

G
SAW

NTDB id 20549 HD RS00040 WP 010944086.1 GAW 513
NTDB id 1363 HI 0481 AAC22139.1 SAW 513
consensus !!
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