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MKFKLVFELKMNKEQVTQKAGFTLVI EMLVILVMLFGMLVI I S IVLLL IL ILAFTIVIPNLVI SATQKHQKNTDQSAAMTHINQKSTKGDCAENGAFLVQLQVNKTVMVEKQNASQVIMKTELAFYAEMLDEKHEDNEGKREQNAITPPSTSLIVQAEEDLLIQSAEGKDRGFY
NTDB id 205478 GT3921 RS07520 WP 025948951.1 ......MNQKGFTLIEMLIVMMVISVLLLIAIPNITKHNSMINSKGCEAFLNTVQAQVKAYEMEHDK.IPTVQELLAGRY 73
NTDB id 98 BSU 24710 NP 390351.1 ......MNEKGFTLVEMLIVLFIISILLLITIPNVTKHNQTIQKKGCEGLQNMVKAQMTAFELDHEGQTPSLADLQSEGY 74
NTDB id 460 GPW51 RS00790 WP 011921720.1 MKKLVEMKVKGFTLVEMLVVLGIISLLLLLFVPNLSQQKDAIQKKGDAAVVKVVESQMELYELEHDEEA.TVADLQAKGY 79
NTDB id 32 MW RS07995 WP 000472256.1 MFK.FLKKTQAFTLIEMLLVLLIISLLLILIIPNIAKQTAHIQSTGCNAQVKMVNSQIEAYALKHNRNPSSIEDLIADGF 79
NTDB id 16 SA RS07765 WP 000472256.1 MFK.FLKKTQAFTLIEMLLVLLIISLLLILIIPNIAKQTAHIQSTGCNAQVKMVNSQIEAYALKHNRNPSSIEDLIADGF 79
consensus * * ** **!!!*!!!*!***!!*!!** *!!**** !***!* * ***!**!*******!*** ** *!*****
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NTDB id 205478 GT3921 RS07520 WP 025948951.1 IK.S.DKCPNGHAIQISANGDVSESGS 98
NTDB id 98 BSU 24710 NP 390351.1 VKKD.AVCPNGKRIIITGGEVKVEH.. 98
NTDB id 460 GPW51 RS00790 WP 011921720.1 ITEKQAKQYATAKK............. 93
NTDB id 32 MW RS07995 WP 000472256.1 IKEAQKTCKSGETITISNGEAVAN... 103
NTDB id 16 SA RS07765 WP 000472256.1 IKEAQKTCKSGETITISNGEAVAN... 103
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