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VTPLLVARSLLVKRRGFVDQTAESESAARALFLHNPTKLDEAQDSFHYDPFELLMDKGMEKERAAIDQR I
LKGQAIDSAQGQ

NTDB id 205473 GT3921 RS06750 WP 025949336.1 MLKAKTRWEVERLDEQAVRRLAEEAGVTPLLARLLVRRGVQTASEAAAFLNPLEQSFHDPFLLDGMERAIQRLKGAIDAG 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! ! !!!* !*! !* ! ! **!!!*! !!!*!! !! ! !!** * !*!!! * !! ! !*! !!
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NTDB id 205473 GT3921 RS06750 WP 025949336.1 ERVLVYGDYDADGVCSTSVMVSALKEAGASVEFYIPNRFTEGYGPNMAAFRSAKERGVSVIVTVDNGIAAVKEIAAANEW 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !****!!!!!!!!!*!!!!!** ! ! !*!!!! !! !!!!!! !!!! !!!! !*!*!!! !!!!!*! ! !

logo GLMDVI IVTDHHEPGPEVLPDEAVHRAI IVHPKQPGCSTYPFKRDELAGVGVAFKLVAHALLGERLVPDREHLLDLAVAIGTIADLVPLHVDGENRLFI
NTDB id 205473 GT3921 RS06750 WP 025949336.1 GMDVIVTDHHEPGPVLPEAHAIIHPKQPGSTYPFRDLAGVGVAFKVAHALLGRVPRHLLDLVAIGTIADLVPLVGENRLF 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !*!!!*!!!!!!!! !!* *!!*!!!!!!*!!!!**!!!!!!!!!*!!!!!! *! *!!!! !!!!!!!!!!!* !!!!
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NTDB id 205473 GT3921 RS06750 WP 025949336.1 VAHGLEALRATERIGLRALFRQCRIDAGAINEQTVGFVIAPRLNAAGRLGGADPAVALLMTDDENEAVQLAAEMDELNRE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus *!!! !! ! !*!!* ! * * ! ! !! !!!! *!!!!!! !!* !!!!!*!!!**! !! !!!!*! !!*!
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EEAAIDEMVERQRQFGLPPEDEHQRTAVI

LVVAGKAEGWNAPGVVGIVASKLVDEQRFYRPAI
VVLGS IDEREKGIAKGSARS IHRGFDNLF

NTDB id 205473 GT3921 RS06750 WP 025949336.1 RQQLVAQIAEEAADMVRRQFPPEEHRVLVVAGEGWNAGVVGIVASKLVEQFYRPAVVLSIDREKGIAKGSARSIHGFDLF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGL..DQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus !! *! * *!! *!! ! ***** *!!! !!!*!!!!!!!!!!!* !!!!!*!! !! !!!!!!!!!!!!*!! !!
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NTDB id 205473 GT3921 RS06750 WP 025949336.1 ASLSQCRDLLPHFGGHPMAAGMTLALDDVEELRQRLNAIAAETLSEDDFTPPTFIDASCSVAELTLEAARGLERFAPFGV 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus !!! !!!*!!!!!!!!!!!!!!! *!!**!! !!! !! !!*!*!! !* *! ! ! **!*! * !!!*
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VGANGKATHMVKAMTVFIRSNQDEGSASAQI
LDAC I

VGFGNKLGEPLCQEEGIAVPDGASR I SAIVGELMS IVNEWNGNFRAKKPQLMS ILCK
NTDB id 205473 GT3921 RS06750 WP 025949336.1 GNPRPLVLIEGASVETMRRVGANGAHMKAVFSQDGAAIDAIGFGLGPLCEEIAPDARISAVGELSVNEWNGFAKPQLSLC 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
consensus !!*!*!!*! ! *! *!**!!! !*! ** *!**!! !*!*! ! ! !!! !!!*!*!!!! !!!! **



logo DALAVSDECWQLFDLVRGCKRDTVWERDPLTLVESARLPKSAEKRAL IVVSFKRCEDESTGTQTLRLPDQTVAEDPFLRGRELVHCVI
V
P
S
S
T
E
K
D
E
E
QAGKAFLDS ILDDGARYI

VVLLDPVPPRSL
NTDB id 205473 GT3921 RS06750 WP 025949336.1 DLAVSDCQLFDVRGCRDVRPLLERLPKEKRLVVSFRCETGQRPDVAPFRGELHCVPTEEEAGALSIDDRYVVLLDVPPRL 640
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSL 638
consensus ! !!!**!!!!*!!*! * * !! !! *!!!**** * * ! !*!**** * ! ! *! !*!!!!*!! !
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NTDB id 205473 GT3921 RS06750 WP 025949336.1 ALLSALLGSGRPARIYAVFAQPEAQFFRTFPTREHFKWFYAFLHQHRSFPLAKRGGELARARGWTEETVHFMAKVFLELD 720
NTDB id 354 BSU 27620 NP 390640.1 DMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLG 718
consensus *! !! ! !!! *! * ! *! !!! !*!!!!*!!!!* * !** !*! !!!***!!* !!**!! !!! *!

logo F IVKREI EQNGVI
LSLVVHSGQAPAKKRDLHTDESPQTYQRARKRQRDQELLMEALDEHQKQLNVYSSTAYEEQLKERCWLANEKLMMTKRQSDQSTEHAEEYAENSTVRSRWT

NTDB id 205473 GT3921 RS06750 WP 025949336.1 FIREQNGVISLVHQPAKRDLHESPTYRRRRDELEAEHQLVYSTYEQLKRCLAEMTRSQTHEEANVSWT 788
NTDB id 354 BSU 27620 NP 390640.1 FVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus !** !!!*!*!* * !!!!**!*!! * *! ** ! !!* ! !! *! * * ** !

X non conserved

X similar

X ≥ 50% conserved


