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NTDB id 205450 L985 RS16695 WP 023469850.1 MINRVVLVGRLTRDPEMRYTQSGIAVTRFTLACDRPFTGQDGKREADFIDCVVWRKQAENVAQYLKKGSLAGVEGRLQISSYDDK 85
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTRNYENQ 85
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTRNYENQ 85
consensus !*!!!!!!!!!!*!***!!! *!*!!**!**!**! !!** !*!!!!!!*!!*!!**!!!*!***!!!!!*!!*!!!!***!***

logo

E
QGQRRVFYRVATEVQVVAEDNSFVQRSLFLEPSKRTNAGTGSTEGRQSGRSDQSGDSGASEGQNGFYANESGNSNQTGSNGNGGSQYFGGGGQNADQANSPGW

F
T
G
G
S
N
P
QQNQNQTGNQNSSSPANPRRANPSAQSAGNSNGNSTFGNQDADPFSANDGN

NTDB id 205450 L985 RS16695 WP 023469850.1 EGQRRYRAEVVADSVRFLESRNASRSSDGS...EGYASSTGGN.......GNAAGWGSQQQQNNSSSPAPASSNSGFGADPFS.G 159
NTDB id 624 LCA RS00040 WP 011373726.1 QGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQTG......NAPAANNTQADPFANN 157
NTDB id 113 BSU 40900 NP 391970.1 QGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGNSGGGQYFGGGQNDNPFGGNQNNQ......RRNQGNSFNDDPFAND 159
consensus *!!!****!!***** *!!***** * * **** **** * * *****!*** * ** ***!!!**

logo GKQSAPS IDLI SDDDLPF
NTDB id 205450 L985 RS16695 WP 023469850.1 GSSIDLSDDDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 GQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 GKPIDISDDDLPF 172
consensus ! !!*!!!!!!!
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