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NTDB id 205436 L985 RS11605 WP 029342208.1 AAALHGNAIPESVYDGLVEAVHEHLPLLHRYVALRKRVLGLDELHVYDMYTPLVSEVEMKVSYEEAKQLMVEGLAPLGAEYKHIL 340
NTDB id 480 HSISS4 RS02090 WP 002890133.1 HAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLS.ETETALTYEESLKKAEEVLAIFGEEYSKGV 337
consensus *!!!**! !!!!!!! !*! !* !!!!!!!!* !!!*!!!!!!!**!!*!!!! *! ! **!!! ! !!* ! !! * *

logo

E
H
A
E
A
G
F
L
S
TERWI

VDVHREPNTKRGKRSGAYSGSGAYDTNQAPF IMLLMNWQDNTI
L
D
NNLFTLAVHEFTGHSLVHSTYFYTRKQSTQPYPVYGDYPS I FLVAE I

VASTTNEAN
NTDB id 205436 L985 RS11605 WP 029342208.1 EEGLSERWVDVRETRGKRSGAYSSGAYDTQPFILMNWQDNINNLFTLAHEFGHSVHSYYTRKSQPYPYGDYSIFVAEVASTTNEA 425
NTDB id 480 HSISS4 RS02090 WP 002890133.1 HAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYPIFLAEIASTTNEN 422
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NTDB id 205436 L985 RS11605 WP 029342208.1 ARIPHFYYNYYVYQYATGISAAAALTDQILEEGQPAVERYINNFLKAGSSDYPIEVLKAAGVDMTTKAPVEAALRQFERVLDEFE 595
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