
logo MKTKLSRFYTSFVSVLLCFGALVFVSSASTSTFAEEKAVTXTQSTAEHPQSTVPVTVTMQAQEAVQAVAATPQAKVVNSADNKVLVNINTATASE IQKDSKLTVGIGAKKAEQAIVQE
NTDB id 1362 HI 1008 AAC22669.1 MKTL..FTSVVLCGALVVSSSFAEEKATXQTAQSVVTTQAEAQVAPAVVSDKLNINTATASEIQKSLTGIGAKKAEAIVQ 78
NTDB id 205203 A2U21 RS02380 WP 010786294.1 MKKLSRYTFSLLFG.LFSATTFAEEKVTTSTEPTPVVMQQ.VAATQKVNANVVNINTATASEIQDKLVGIGAKKAQAIVE 78
NTDB id 1382 A4U84 RS07375 WP 062924234.1 MKKLSRYTFSLLFG.LFSATTFAEEKVTTSTEHTPVVMQQ.VAATQKVNANVVNINTATASEIQDKLVGIGAKKAQAIVE 78
consensus !!*!***!***!*! !*****!!!!!*!**!* **!**!* ******!*****!!!!!!!!!!!**!*!!!!!!!*!!!*

logo YREKHNGNKFXLNAVEQLLTEVQSGIGKATLEKNRDCR I IVFI E
NTDB id 1362 HI 1008 AAC22669.1 YREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
NTDB id 205203 A2U21 RS02380 WP 010786294.1 YREKNGKFLNVEQLTEVSGIGKATLEKNRDRIVIE 113
NTDB id 1382 A4U84 RS07375 WP 062924234.1 YREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
consensus !!!!*!*!*!*!!!*!!*!!!!!!!!!!!!*!***
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